
logo ML
INRVVLVGRLTKRDVPDELRTYTGPSNSGI

A
S
AVGATFSTMLAVDNRTQFTNAQSNQSGDERGEADFVI SNCVTIWRRKQSAENVFCANFLTSKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 357710 E6A57 RS00040 WP 013085589.1 MINRVVLVGRLTRDPELRTTGSGISVATFTLAVDRQFTNSQGERGADFVSCVIWRKSAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!*! *!**!*!!**!!*!*!!! *!*!*!!!**!!*!!**!!!**!!**!!!!*!*!!!*!!!

logo

S
NYDENKQDQGQRVFYVTEVQVAVEDSNVFAQSFLLEPSKRKNTDGTGRTGEAQSRGQQGDNSGAGSYNQTNFNEPSGNNQSGSGNAGSGSQYQFPSGGAGFNQTNDFSNPNPQFNQGGNSQGNTNGQSNQRARTPNANQAGNQNSNFNTNQSADQDP

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS..GSGGYN...EGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 357710 E6A57 RS00040 WP 013085589.1 SYDNKDGQRVYVTEVVVDNFALLESRKDREARGQNGGYT...PNSGNAGSQP..ANNFPNNGGSQGNSQTNNNQNNSQDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQS..GFTSPQQ.....TGNAPAANNTQADP 153
consensus *!*!**!!!!*!!!!***** *!!** * * * !*** ******** *** ***** * * * ***** * !!

logo FSAGNDNSGDKQAPTIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 357710 E6A57 RS00040 WP 013085589.1 FSGSGDTIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
consensus !** ! !!!!!!!!!!

X non conserved
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X ≥ 50% conserved


