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LTDLMNRLPDGLSGLEDLLVKQREHYVIQSGQNQRHQYRPNQRETTP
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 357647 E5678 RS20635 WP 136180265.1 MPSDQIAAILVVDDEPDLRTLYELTLLREGHDLTCAADLQEARACLAQRNFDVLITDMRLPDGLGLELLREISGQQRRET 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHD...................TTENALENKLL 140
NTDB id 357647 E5678 RS20635 WP 136180265.1 CIVITAYGSAENAVEALKSGAFDYLTKPVDLKQLRGAVAAALQSQRQVSGGLTATQPTRAPGVPLAPAPPPSGVQALARI 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP......................EAEEAPVDNRL 135
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VNCGAIPDSTNEL IMEASELFFGAHRKKGASYFTGA
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGA 220
NTDB id 357647 E5678 RS20635 WP 136180265.1 VGASPAMEQIRHRIEKVSSSMAPVLILGESGTGKELVARAVHDCSHRSTGPFVAVNCGAIPDNLIEAEFFGARKGAYTGA 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LGESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGA 215
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFR 300
NTDB id 357647 E5678 RS20635 WP 136180265.1 SQDREGYFQAAKGGTLFLDEIGDLPLAMQAKLLRVIQERRVRPLGGVQEENVDVRLVSATHRDLAALVKSGDFRQDLFYR 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYR 295
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISH 380
NTDB id 357647 E5678 RS20635 WP 136180265.1 LNVIGLRTPPLRERREDLPLLARVLLERICNESGHPAPHLSPQAMDWLQNCELAGNVRELENLLQRALALSTGPNLEPSD 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHD 375
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LHPAPLRAN...ISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLR 457
NTDB id 357647 E5678 RS20635 WP 136180265.1 FADPSDPPPEATPDRPATSDDAPDATT.....EAPPDIPSDLQSFLDDQERQVLLKALKETDFNRTAAAARLGLNLRQMR 475
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRLADAPGA.........SQEG..........AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMR 436
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YRLKKFGLDTETEQEV.. 473
NTDB id 357647 E5678 RS20635 WP 136180265.1 YRIQRLGIEAPTPDGDPF 493
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YRLKKLGID......... 445
consensus !!****!** *

X non conserved

X similar

X ≥ 50% conserved


