
logo MMGSLSVAKLFITIVKHYGTSSRSAI
L
T
S
H
L
M
V
IGLIVSEVQARQPSTLP I

V
Q
S
T
I
VEVNHVILADSGQNGKSVMLPSGLYFHTMLVGLAPDENKTESATI

VKEASSQRKEHDRI
V
S
R
A
SALIAKVMINVASRGNQLYFQDKELYFPGSCANRKKR ITI

VNMLGAPANDLRPKDTESGSG
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 357640 E5678 RS16560 WP 136179543.1 MGLSLVHSRALLGLEARPVQVEVHLANGLPSFTLVGLADTEVKEARERVRSAIANAGLDFPSNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
consensus * !*** *****!* ! ***!!****!******!!!*** *!!***!***!**! ****!* **!!*!**!!*!*!***

logo

A
G
R
Y
FDLSP IA I

LG I LAASDEGQLI ISADPDRSTALANPSDTEHRNKI
M
L
Q
A
E
K
G
Q
S
R
N
F
I
W
H
Y
L
E
I
L
F
A
L
M
V
I
A
GELSALDGTSGDHQGE I

L
Q
R
T
P
G
I
V
R
H
S
K
A
G
A
S
I
V
I
L
A
P
I
M
A
I
S
A
V
I
L
R
A
L
A
Q
R
S
N
H
E
Q
R
K
E
K
S
V
A
D

A
G
EKGGPSLEEF

Q
R
K
N

K
T
Q
R
C
G
R
E
H
I
LVI LIVAPPQHKNGSAQSNTGAERADNQEVAAS ILTVNPSG

NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEG........FKGIILPKQNTREAAIVN 149
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DLEVYGVENIKEVIDFFNENCPLEPTKVNTRE............EFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNI 217
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