
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELMAQQEVEQAMLDTENPFLLDERAEDNETWALDRTESADRFIGALDGHSDVNVAPLVQSAGEQIAEAAA

NTDB id 357638 E5678 RS15795 WP 136179410.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLEMAQEVEQMLDENPFLDRADETADRED.FGLDHSDVPVSAGEQIAEAAA 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQ.......... 70
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!* !!!!! ! !!! !*! ! ! * ! !*! ** **********
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NTDB id 357638 E5678 RS15795 WP 136179410.1 APEGESVAPDSELPFSQGTSSTASEPSESAAGEAAERKADGDGALEENWDG..DGSVEMAPDDGEWGGDAPARNSGSSGG 157
NTDB id 1425 RS RS02020 WP 011000369.1 ........SSSATPLPT......ESPPPAANGADHA......DTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDED 130
consensus ********* ! ! * ****** !** ! ! * ****** ! ** **! * *** *! ! *!! * !
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NTDB id 357638 E5678 RS15795 WP 136179410.1 DDETATAADLARAPVSLQDHLHEQARCLRLSETDQAALYFLIESLNDDGYLDDDWTELALAFWRLLHGREAASPSIAAIE 237
NTDB id 1425 RS RS02020 WP 011000369.1 D...RAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADL.............PAELE 194
consensus !*** * ! !*** **!*!! !*!!* ! * * !!!!!! !*!!! !* **************! *!
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NTDB id 357638 E5678 RS15795 WP 136179410.1 VAEEQLRMALGWLHNMEPIGVGARDLGECLRLQIEDLRNTPVAQAALVICRQPLELLAKRDVKRLCALCGLDDETVRAAL 317
NTDB id 1425 RS RS02020 WP 011000369.1 VELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS.PAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAH 273
consensus ! * ! !! !* *! !*!!! *!!! !!* ! *! * !! !* ! !!!!! !! !!* * *!! **!!*
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NTDB id 357638 E5678 RS15795 WP 136179410.1 GLIIGLEPKPGRRFVDVERNVVVPDVLVTHAGRGFKVQLNPDVMPRLRVHDVYANALRQNRGGKGGGGEAGHAAMQQRLQ 397
NTDB id 1425 RS RS02020 WP 011000369.1 ELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGE......SGAANLQQKLQ 347
consensus !! ! ! !!* ! ! !!!!!*! * * !* !!!!!!!!!!!**!*!!* !! !! ****** !*! *!!*!!

logo EARWFL IKNIQQRFDTI LRVSQSAIVERQKRNSFFMTHGE I
LAMRPLVLRE IADETLGLHESTI SRVTTANKYMATPFMGTFYELKYFFG

NTDB id 357638 E5678 RS15795 WP 136179410.1 EARWFIKNIQQRFDTILRVSSAIVERQRNFFMHGELAMRPLVLREIADELGLHESTISRVTTAKYMATPFGTYELKYFFG 477
NTDB id 1425 RS RS02020 WP 011000369.1 EARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFG 427
consensus !!!! !!!!!!!!!!!!!!! !!!!!!* !! !!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!! !!*!!!!!!!
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NTDB id 357638 E5678 RS15795 WP 136179410.1 SSLGTETGGNASSTAVRALLKQLIAAENASKPLSDNQLSELLKAQGIECARRTVAKYREALRIAPANLRKTL 549
NTDB id 1425 RS RS02020 WP 011000369.1 SHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !** !!!!! !!!!!*!!!*!!!**!! * !!!! * !!! !! *!!!!!!!!!!!!*!** !!!!*!
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