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NTDB id 357631 E5678 RS11305 WP 247597024.1 ........................................MAPVSMPAAVKAP............PPMK..TASVPAPTL 26
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 357631 E5678 RS11305 WP 247597024.1 SEPAKVTSVTSV....VP...LAPPTSADATPPARKGWLDRLKAGLRKT....GASIAGVFTGTQINDALYEELEDALLM 95
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 357631 E5678 RS11305 WP 247597024.1 ADTGVKATEHLLIDLKKRVKDAKATDPAAVKGLLAESITALLKPLEKALVIGEH.KPTVIMVAGVNGAGKTTSIGKLTRH 174
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 357631 E5678 RS11305 WP 247597024.1 LANGGASVLLAAADTFRAAAREQLAVWADRNTVEIVTQEGGDPAAVSFDAVTAGRARGRDVVLVDTAGRLPTQLHLMEEL 254
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 357631 E5678 RS11305 WP 247597024.1 RKIKRVVQKADPTGPHEILLVIDGNTGQNALAQVKAFDETLGLTGLVITKLDGTAKGGVICAIARERPIPIYFIGVGEKL 334
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 357631 E5678 RS11305 WP 247597024.1 EDLETFSAREFAQALLT 351
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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