logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1313
1245
1214
1211
1334
1389
3575
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

AKK.. 4,.<_,._AKK.L.EE‘LiKESFQEE%KAL@éAng. ﬁKﬁF KN&YBLDB

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

KWw2 RS01765 WP 011675413.1 MRLG [\
KZH43 RS08665 WP 001085462.1 . IMRLG
SPD RS09265 WP 001085462.1 . IMRLG 3%
SPR RS08825 WP 001085462.1 . IMRLG
SP RS09750 WP 001085462.1 . IMRLG 3%
SMSK321 RS11065 WP 001085454.1 . IMRLG i
SM12261 RS08315 WP 078228268.1 . IMRLG )
SMU RS09530 WP 002262392.1 . I MRLG I
Spy49 1753c ACI62003.1 . I\ MRLG ' |3%

K.

K.

NCTC11637 00359 SQJ03206.1

C694 RS00795 WP 000963128.1

RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1 . IEKNFGKG IM LG[ayusAe)ND)
35 PsalNb6692 RS06910 WP 122941088.1 IE [NFGKG: = 'MRLG' SJImNE
NGFG RS03960 WP 003688695.1 INHUSIEeEe AINIISMD GSQQEEN
NGFG RS03960 WP 003688695.1 NS AIIMMD GSQQEEN
0K783 RS03845 WP 003688695.1 INHYSIHENE AINIIMD GSQQEEN
RS RS02760 WP 011000510.1 . IEKNFGKG IM G

A1552VC RS01565 WP 000344154.1 IEK@NFGKG IMRLG
GTF74 RS11550 WP 000344154.1 IEKNFGKG IMRLG
PSJM300 05545 AFN77183.1 IEK@NFGKGHA MR G
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

* * * kok ok okl kskk

NN NNNNn NNk n N KN 0 K NN NN

* 11 x

GSLBLD
GSL LD

GSLBJLD
S

NEIRE

Y




logo

Y
|

Y ES ATt oMLY Mo Vel B ey

EIYGPESSGKTT 154
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPRY ALWAL GV N SQPD 153
EIYGPESSGKTT ANEYQKINGGINNAF IDAEHALDPEYY ALWALGVN SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPEY ALWAL GVN SQPD 153
EIYGPESSGKTT ANENQKINGGINNAF IDAEHALDPEYY ALWALGVN SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPEY ALWAL GV N SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPRY ALWAL GVN SQPD 153
EIYGPESSGKTT AREAQKINGGIWNAF IDAEHALDPEY ALWALGVN SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPEY ALWAL GV N QPD 153
E YGPESSGKTT AIYQ[RINGGNNAF IDAEHALDPYYANMLGVN ELL SQPD 138
EIYGPESSGKTT AIRYQK[NGGPWNA IDAERA DPJSYAWWALGVN D LL SQPD 140
BEIYGPES[EGKTT ARENQKE\GGINMAF IDAEHALDPRY Y ARSALGVNISNDELL SQPDNGEQALE T} 152
EIYGPESSGKTT AECQKAGGVCAFIDAEHALDVKYAKNLGVNTD Ll SQPDIIGEQALEIYY 139
EIYGPESSGKTT AIEOKINGGUAMAF IDAEHALDLI Y ASHL.GV g I SQPD GEQALEI|® 141

{

NTDB id 600 KWw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 357535 PsalN5692 RS06910 WP 122941088.1

EIYGPESSGKTT AINYOKINGGUASAF IDAEHALDSIY ARGV gy L SQPD GEQALEI|H 141
EIYGPESSGKTT AIINQKYGGIWAAF IDAEHARGDIUNSIY AIISLG N SQPDMGEQALETR 148
EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVN.DELL SQPDNJGEQALEI(S 156
EIYGPESSGKTT IWNAFIDAEHALDPERY A|MHLGVN SQPD GEQALEI 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAF DAEHAIIDPNY ARISL G V]S SQPD GEQALEI(S 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT WASAF DAEHARIDPLYY ARINL GVIY SQPD GEQALEI[S 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VGAF DAEHAJJDPNIY ABISL G V]S SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFIDAEHALD)MYY AIINL G VY SQPD GEQALEIJ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
consensus

EI GPESSGKTT [QNOAFIDAEHALDPYY AJ9SLGVN SQPD GEQALEI/d 139
EI GPESSGKTT IQNOAF IDAEHALDPYY ARSSLGVN SQPD GEQALEI[ 139
EIYGPESSGKTT SWNOAF DAEHALDPIYAMSLGVN SQPD GEQALEIM N 139
EIYGPESSGKTT WeAFIDAEHALDPWYAISULGV DLL SQPDEGEQALEIN 139
EIYGPESSGKTT ML WWeAFIDAEHALDPWNYAIJNLGV DNLL SQPDNGEQALEIN 139
AT DLTTRDE D T ksl 1o ko Lk LUTRlo b LT Thokkrk Lakk LD Lk DDLx LRl % ork rrk |k

el H H HHH



S |

» NS

50, 5t LR Sl QUL P

NTDB id 600 KWw2 RS01765 WP 011675413.1 G MGDSEVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDIGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 GDH§GDSHVGLQAR 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBZGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLRJAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR 235
NTDB id 357535 PsalN5692 RS06910 WP 122941088.1 GDMGD HVGLQAR 219
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALWPKAEI G MGD [WEGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALQWPKAEI G MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALQWPKAEI G MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAAL|YPKAEI G MGD HVGLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALIWPKAEI G MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAEI G MGDSH GLQAR 218
1

consensus

B I N B

NN

*

ST kD Ukl Lkr etk |

EENETINET



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453

KWw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
357535 PsalNb6692 RS06910 WP 122941088.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

D

DI XXX I DD I DI DHDDDDDH

*11

EE RS

RGSTKIEEGS.
IMGNTQIKGTG.
IGNTQIKGTG.
IMGNTQIKGTG.
IGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IGNTQIKGTG.
IMGTTQIKGTG.

AL,
...sL.
SLSDTGKIKDKSGEV

1 B3

GDNK
DQK
DQK
DQK
DQK
DQK

KQN
KQN

.KDG
.KKG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

EVI

(=

TQ
TN

QH
QH

EI
DV
EV
EV
EV
EV
EV

TR feal

L SVERNAD

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF

K VVKNKVAPPF

AKX VVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AHPF
KVVKNK ARPF

KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF

YR

Tlx *

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS

IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS
IIMYGEGIS

kk kx| x

OUUNN:XIXX!XXNZ

DA AR

SDLARIKIMA{CTANEN(K
SDLIERIKIMACTANEN(K
SDLDERIKIMACTANEN(K
SDLIERIKINA{CTANEN(K
SDLIERIKIMA{CTANEN(K
SDLPERIKIMA{CTANEN(K
SDLGERIQIMA{CTANEN(N

EANGFRIKINS[eVNIESN{D
VpJee - IDKINGAWY S Y)
VSUD I INKMIGAWY S Y]
VYD I TINKBIGAWY S Y]
VSUD I IINKBIGAWY S Y]

* EE S

312
311
311
311
311
311
311
311
311
292
294
307
294
296
296
307
310
294
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
357535 PsalN5692 RS06910 WP 122941088.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

IMALNEMEMHITEGT
IMALNEMEMHITEGT
IMALNEMEMHITEGT

EHLEMTPMGAV . T.
JEMLLNPENMQLIA.
JEMLLNPENMQLIA. .
JAKLLJTSANTKAT .
JEQLLTKASDQTAA. . .
JJEQLLTTGTNGAVQ. .

o ) el ) oo R s

LDDSEVAETEEETTA SKTKAKAKKEEKAVETEEIELELED.
IDGEEVSEQDTENKK .
IDGEEVSEQDTENKK .
IDGEEVSEQDTENKK .
IDGEEVSEQDTENKK .
IDGEEAAE. ..
IDGEEIAE. ..
IEEDNTEEKQSSKEK
LEESEEESAMAVASE
DNNGVVQQQAEETQE.JL.EFE.E......
SDVPEEDLPTTEDE. .QI.NILPDDST. ..
MAAIRAGNAGEAPALAPAPAAPEAAEA
QNSMEMEGMISGSE.

SNEEIMPLP.

SNEEIMPLP.

INTLESNPNSVLKA.
IMAQKLDLETTSAAK. .

. SKK.
. SKK.

.DDEG. .
.DEPL..
.DEPL..

.TASDSN

.LAEEVE
.ETSSAA
ETSSAA
.PVAEDLA
HDETE
.I.EDE

*

. .PKKEEA.
. .PKKEEA.
. .PKKEEA.

.PKKEEA.

pEorn B Brvsers  VEEEY. LDLDELE)
.VNEEVPLDLGDELEI
.VNEEVPLDLGDELET
.VNEEVPLDLGDELET
.VNEEVPLDLGDELET
. .VNEEVTLDLGDELEI
.VNEEVTLDLGDELET
.ADKNLVLELDDTIEL

.TDDLALDLDNGIEI

387
384
384
384
384
380
380
381
376
348
355
363
343
347
347
343
372
346
348
348
348
352
354
354
347
349
349



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
357535 PsalN5692 RS06910 WP 122941088.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

e 387
EIEE 388
EIEE 388
EIEE 388
EIEE 388
EIEE 384
EIEE 384
ED.. 383
ED.. 378
348
355
363
343
347
347
343
372
346
348
348
348
352
354
354
347
349
349

X non conserved
B similar
>507 conserved



