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VGLGALGAGLLVAGALWAGLFLAHPLWAWAFLGLGLGLLPFLLRLPFALLGFGLLVLAGRAGLVFLFLPLPEPPW
YGAVARVEGVFARVERGGFTARAWEGHLRLW

NTDB id 35752 THEOS RS10915 WP 016330366.1 ...MRSVGIGLGLGGLLGALALLHPLWALGLLGLPLLRLPFLLGFLLVLGRGVLLPLPEPPYGVRVEGVFRVEGGFTAWEGHRLW 82
NTDB id 1035 TT RS08105 WP 011173974.1 MRPSWTWGVGLGAGALVAAWGLFAPWAFLGLGLLPFLRLPFALGFGLVLARALFFPLPEPPWGAAVEGVFAVRGGFTRAEGHLLW 85
consensus *** * !*!!! !*!**! *! *! !!! !! !!!!! !!! !!!*!** !!!!!!*! !!!!! ! !!!! !!! !!

logo VASHYPPLEPDGLRYRLRGRYI
VAPPEQGRTNPGGFLDQRAWLLSQRGASKGVLKRAEESAEPRLVGGPLMGPDGLWGREAGFREKRLAGAQGLSLPEAKREVLVEGLVLG

NTDB id 35752 THEOS RS10915 WP 016330366.1 VAHYPPLEDGLYRLRGYVAPPEGRTNPGGLDQRAWLLSQGSKGVLKAEEAERVGGMGGLGEAFRKRLAQGLSPEAKEVLEGLVLG 167
NTDB id 1035 TT RS08105 WP 011173974.1 VSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQRAWLLSRGAKGVLRAESAEPLGPLPDWREGFRERLGAGLSLEAREVVEGLVLG 170
consensus ! !!!!!*!! !!!!! *!!! !!!!!!! !!!!!!!! ! !!!!*!! !!**!*** !*!! !!* !!!*!!*!!*!!!!!!

logo

D
EKGRGLEETALYPLFQKRAGLAHLLALSGLHVGLVLLVGAFAFVLGLLYPLGRAWRFYLLALALALLGPFYLLLAGPSPSLVRASLMAGGLSLLGLFLLGL

NTDB id 35752 THEOS RS10915 WP 016330366.1 EKRGLEELYPLFQKAGLAHLLALSGLHVGLLLGA.FLLLYPLGRARFLLALLALGFYLLLAGPSPSLVRASLMGGLSLLGLLLGL 251
NTDB id 1035 TT RS08105 WP 011173974.1 DKGGLETAYPLFQRAGLAHLLALSGLHVGVLVGFAVLGLYPLGRWRYLLALALLPFYLLLAGPSPSLVRASLMAGLSLLGLFLGL 255
consensus *! !!! !!!!!*!!!!!!!!!!!!!!!*!*! * ! !!!!!! !*!!!! !*!!!!!!!!!!!!!!!!!!*!!!!!!! !!!

logo GGRAGVLVQAGLGLVALFLQLLLRPEALVLGLGFQLSHYLAVLGLMALVLPALRLPPPGPRWGW
Y
L
VLGGLVAASTLAAVQASFLLLPLLLHHRFGHFLALPLLAS

NTDB id 35752 THEOS RS10915 WP 016330366.1 GRAGVLQGLGVALFLQLLLRPEAVLGLGFQLSHLAVLGMALVLPALRPPPGPWGWVLGGLAATLAAQSLLLPLLLHHFHLLPLLS 336
NTDB id 1035 TT RS08105 WP 011173974.1 GGAGVVQALGLALFLQLLLRPEALLGLGFQLSYLAVLGLALVLPALRLPPGPRGYLLGGVAASLAVQAFLLPLLLHRFGFAPLLA 340
consensus ! !!!*!*!!*!!!!!!!!!!!!*!!!!!!!!*!!!!!*!!!!!!!!*!!!! !**!!!*!!*!! ! !!!!!!!*!* !!!

logo PLATNLLALPLAVALLVPLGFLKLFLGALPLPAPLAVEPLAQRGLLALLAEGGLAGASQRGPLLRMWGE I
TAPLPGFAFLYYLAGLLPLPLFLALHGRRLPWGRKRA

NTDB id 35752 THEOS RS10915 WP 016330366.1 PLTNLLALPLAALLVPLGFLKLFLGAPLAPLAEPLAQGLLALAEGGSRGPLLRMGETAPLGFAFYYLALLPPLLALHGRLPWGKA 421
NTDB id 1035 TT RS08105 WP 011173974.1 PLANLLALPLVALLVPLGFLKLFLGALPAPLVEPLARGLLLLAGLAAQGPLLRWGEIAPPGFALYYLGLLPLLFALHRRLPWRRA 425
consensus !! !!!!!!! !!!!!!!!!!!!!!!**!!! !!!! !!! !! * !!!!! !! !!*!!! !!!*!!!*! !!! !!!! *!

logo LLLASSFLPATLLVGLLAQAWPKPLDLWAMLDVGQGDAFLLARLMGGAGEVLVDGGRAPEKMGEARVVRALRALGVEALELVLVATHPDADHAYGGLFLKR
NTDB id 35752 THEOS RS10915 WP 016330366.1 LLLSSFPTLLGLLQAWPKPLDLWALDVGQGDAFLARLGGAEVLVDGGRPEMGERVVRALRALGVEALEVLVATHPDADHAGGLLK 506
NTDB id 1035 TT RS08105 WP 011173974.1 LLLASLPALVGLLAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAEKGEAVVRALRALGVEALELLVATHPDADHYGGLFR 510
consensus !!! ! ! !*!!! !!!!!!!!! !!!!!!!! !!!*!!*!!!!!!!!*! !! !!!!!!!!!!!!!!*!!!!!!!!!! !!! *

logo VI
VEEVPVGLALLASPAGFGPEDEDHPLAERALKRAKRGI

VPTVLVRAPGAGTRLKRVGQRGETVERVLWPEATLSGDEDENQRDGLALLLDGFGKRGRALLLADLPQR
NTDB id 35752 THEOS RS10915 WP 016330366.1 VVEEVPVGLALLSPAFGEEDPLARALKAKGIPTLRPGAGTRLRVGRGTVEVLWPETLSGEENRDGLALLLGFGKGRALLLADLPQ 591
NTDB id 1035 TT RS08105 WP 011173974.1 VIEEVPVGLALLAPGFPEDHPLAEALRARGVPVVRAGAGTRLKVGQGEVRVLWPEALSGDDNQDGLALLLDFGRGRALLLADLPR 595
consensus !*!!!!!!!!!! !*!*!**!!! !!*!*!*! *!*!!!!!!*!! ! ! !!!!! !!!**! !!!!!!! !!*!!!!!!!!!!



logo EAVEAEARLEPAVGPEPVEAVLKVSHHGSQRSTGTSELRVLLEQQRATRPKRVAL IGVGKPNPFHGHPHPEVLERLEKRSHGAVER I
V
R
YRTDQRDGAVRVLFGYAW

NTDB id 35752 THEOS RS10915 WP 016330366.1 EAEEALEAPPVEVLKVSHHGSRTGTSLRLLQQARPKVALIGVGKNPHGHPHPEVLERLKSHGVRVYRTDRDGAVRVLFGYAW 673
NTDB id 1035 TT RS08105 WP 011173974.1 EVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVGPNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
consensus ! ! !* **!! !!!!!!!! *!!! !! !!*!!!!!!!*!!*!!!!!!!!!!! !! * !!! !!!!!!!!!!!!
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