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NTDB id 35742 STERM RS14635 WP 049768991.1 ......MEKMARKKEEA..PQLNDKEKIIDLAMKQIQKEYGEGSIMKLGEN.QKMNIKSISTGSLNLDIALGVGGVPRGR 71
NTDB id 600 KW2 RS01765 WP 011675413.1 .....MATKKKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPKGR 74
NTDB id 269 KZH43 RS08665 WP 001085462.1 ......MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 228 SPD RS09265 WP 001085462.1 ......MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 194 SPR RS08825 WP 001085462.1 ......MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 159 SP RS09750 WP 001085462.1 ......MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ......MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 499 SM12261 RS08315 WP 078228268.1 ......MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 408 SMU RS09530 WP 002262392.1 ......MAKRIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKGR 73
NTDB id 453 Spy49 1753c ACI62003.1 ......MAKKLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKGR 73
NTDB id 115 BSU 16940 NP 389576.2 .....................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPRGR 58
NTDB id 625 LCA RS02525 WP 011374196.1 ...................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPRGR 60
NTDB id 1313 DR RS12030 WP 010888966.1 ......MSKDAT.KEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPRGR 72
NTDB id 1245 Cj1673c YP 002345041.1 ....................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPKGR 59
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPKGR 61
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPKGR 61
NTDB id 1334 RA0C RS04870 WP 004918236.1 .........MAK.T..ETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPKGR 68
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNT.V..VKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPMGR 76
NTDB id 1130 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGR 60
NTDB id 1124 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGR 60
NTDB id 1123 OK783 RS03845 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGR 60
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG.........K..KAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPRGR 68
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMGR 59
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMGR 59
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ....................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKGR 59
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKGR 59
NTDB id 1205 PSJM300 05545 AFN77183.1 ....................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPKGR 59
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NTDB id 35742 STERM RS14635 WP 049768991.1 IIEIYGAESSGKTTLAIHIIAEAQKLGGVAGFIDAEHALDPVYAKALGVNIDELLISQPDTGEQALEIADMLVRSGALDV 151
NTDB id 600 KW2 RS01765 WP 011675413.1 IVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVDL 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 228 SPD RS09265 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 194 SPR RS08825 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 159 SP RS09750 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 408 SMU RS09530 WP 002262392.1 IVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 453 Spy49 1753c ACI62003.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 115 BSU 16940 NP 389576.2 IIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVDI 138
NTDB id 625 LCA RS02525 WP 011374196.1 IVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVDI 140
NTDB id 1313 DR RS12030 WP 010888966.1 ITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAIDV 152
NTDB id 1245 Cj1673c YP 002345041.1 IIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVDL 139
NTDB id 1211 C694 RS00795 WP 000963128.1 IIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDL 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDL 141
NTDB id 1334 RA0C RS04870 WP 004918236.1 IVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVDI 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAVDV 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 IVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDM 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 IVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDM 140
NTDB id 1123 OK783 RS03845 WP 003688695.1 IVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDM 140
NTDB id 1427 RS RS02760 WP 011000510.1 VVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSVDL 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDV 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDV 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAIDL 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAIDL 139
NTDB id 1205 PSJM300 05545 AFN77183.1 IVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVDV 139
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NTDB id 35742 STERM RS14635 WP 049768991.1 IVIDSVAALVPKAEIEGEMGDQQMGLQARLMSKALRKLTGSISKSSTVMIFINQIREKIGGFSFVPGVQTTTSGGRALKF 231
NTDB id 600 KW2 RS01765 WP 011675413.1 VVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM...FGSPETTPGGRALKF 231
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM...FGNPETTPGGRALKF 230
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM...FGNPETTPGGRALKF 230
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM...FGNPETTPGGRALKF 215
NTDB id 625 LCA RS02525 WP 011374196.1 LVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM...FGNPEVTPGGRALKF 217
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM...YGNPETTTGGRALKF 229
NTDB id 1245 Cj1673c YP 002345041.1 IVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMG..YGTPETTTGGNALKF 217
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMG..YGSPETTTGGNALKF 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMG..YGSPETTTGGNALKF 219
NTDB id 1334 RA0C RS04870 WP 004918236.1 VVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM...FGSPETTTGGNALKF 225
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM...FGNPETTTGGNALKF 233
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM...FGSPETTTGGNALKF 217
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM...FGSPETTTGGNALKF 217
NTDB id 1123 OK783 RS03845 WP 003688695.1 VVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM...FGSPETTTGGNALKF 217
NTDB id 1427 RS RS02760 WP 011000510.1 IVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM...FGSPETTTGGNALKF 225
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM...FGNPETTTGGNALKF 216
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM...FGNPETTTGGNALKF 216
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM...FGSPETTTGGNALKF 216
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM...FGSPETTTGGNALKF 216
NTDB id 1205 PSJM300 05545 AFN77183.1 IIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM...FGSPETTTGGNALKF 216
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NTDB id 35742 STERM RS14635 WP 049768991.1 FSTVRMEVKRIGSIKQGD.....EVIGNETLVKVTKNKVSPPFKEARFNIMYGKGISKIGEILDIAIDNGIVAKSGAWFS 306
NTDB id 600 KW2 RS01765 WP 011675413.1 YASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWFA 310
NTDB id 269 KZH43 RS08665 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 228 SPD RS09265 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 194 SPR RS08825 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 159 SP RS09750 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 527 SMSK321 RS11065 WP 001085454.1 YASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 499 SM12261 RS08315 WP 078228268.1 YASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 408 SMU RS09530 WP 002262392.1 YSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWYS 309
NTDB id 453 Spy49 1753c ACI62003.1 YASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWFS 309
NTDB id 115 BSU 16940 NP 389576.2 YSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWYS 290
NTDB id 625 LCA RS02525 WP 011374196.1 YSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWYS 292
NTDB id 1313 DR RS12030 WP 010888966.1 YASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSFYS 305
NTDB id 1245 Cj1673c YP 002345041.1 YASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAWFS 292
NTDB id 1211 C694 RS00795 WP 000963128.1 YASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLS 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 YASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLS 294
NTDB id 1334 RA0C RS04870 WP 004918236.1 YASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWFS 305
NTDB id 1389 A4U84 RS07560 WP 021112712.1 YASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAWFS 308
NTDB id 1130 NGFG RS03960 WP 003688695.1 YSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYS 292
NTDB id 1124 NGFG RS03960 WP 003688695.1 YSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYS 292
NTDB id 1123 OK783 RS03845 WP 003688695.1 YSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYS 292
NTDB id 1427 RS RS02760 WP 011000510.1 YASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAWYS 300
NTDB id 1165 A1552VC RS01565 WP 000344154.1 YASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYS 291
NTDB id 1142 GTF74 RS11550 WP 000344154.1 YASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYS 291
NTDB id 1022 ACIAD RS06390 WP 004925639.1 YASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWYS 291
NTDB id 1074 ABD1 RS10195 WP 000344167.1 YASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWYS 291
NTDB id 1205 PSJM300 05545 AFN77183.1 YASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWYA 291
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logo YDEGQKNESGDSDNTAKERKLIGQGARSKVANDETKNCSTVAAEVCIRKQENRVAKSLFWYFILREAKDERDHNAENQTKPADQEMVLIGLMESAFAGLRTEKQDDKMRTEVLIQRTEDDENTQRLHAKADENRVQKLIVQKMRKNSVAE I
T
H
M
A
L
S
Q
K

H
M
N
Y
I
F
L

A
K
Q
R
L
G
P
A
I
N
T
S
V
L
A
D
G
S
K
L
P
N
T
E
I

A
S
V
G
N
P
M
E
D

D
S
T
V
A
M
H
N
E
G

P
D
M
N
G
S
I
E

N
V
E
I
T
A
E
V
D
P
Q
A
E
S

A
L
Q
S
V
E
A
K
L
P
T
Q
E
G
S
V
M
A
D
Q
T

G
S
V
A
K
L
P
E
T

K
T
I
L
S
V
A
G
E

D
E
K
L
Q
S
P
N
A
T

P
S
A
T
D
E
Q
K

H
I
V
T
A
D
E
K

A
P
Q
S
E
D

A
D
I
K
L
S
T
E
E
K
S
V
P
T
A
D

K
N
A
L
G
E

F
I
T
A
D
E
E
L
K
V
A
P
R
A
D
K
E

A
D
S
T
M
P
Q
V
K

S
V
D
E
I
V
D
F
L
T
E
E
G
L
S
K
A

E
A
F
K
V
A
K
L
S
E
P
V

D
S
T
N
E
D
S
K
E
D
K
N
F
E
I
L
V
A
E
V
T
PLEDLEDGNDGTENILKE

NTDB id 35742 STERM RS14635 WP 049768991.1 YGDERLGQGRVNVENSLAENTELLGRIETDVMKIIKPAVEEEEEVTAKE...EAKETKPAKETKAKKEKK.....DDENK 378
NTDB id 600 KW2 RS01765 WP 011675413.1 YNDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 YKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELE 383
NTDB id 228 SPD RS09265 WP 001085462.1 YKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELE 383
NTDB id 194 SPR RS08825 WP 001085462.1 YKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELE 383
NTDB id 159 SP RS09750 WP 001085462.1 YKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELE 383
NTDB id 527 SMSK321 RS11065 WP 001085454.1 YKDEKIGQGSENAKKYLADNPEVFAEIDHQVRVQFGLIDGEEAAE....SKKDE....VAQVDS..VNEEVTLDLGDELE 379
NTDB id 499 SM12261 RS08315 WP 078228268.1 YKDEKIGQGSENAKKYLADNPEIFDEIDHQVRVQFGLIDGEEIAE....SKKDE....AAQVDS..VNEEVTLDLGDELE 379
NTDB id 408 SMU RS09530 WP 002262392.1 YNGEKIGQGSENAKKFLADNPEIFDDIDHKVRVQYGLIEEDNTEEKQSSKEK.......ETDEK..ADKNLVLELDDTIE 380
NTDB id 453 Spy49 1753c ACI62003.1 YNGEKIGQGSENAKRYLADHPQLFDEIDRKVRVKFGLLEESEEESAMAVASE.......E.......TDDLALDLDNGIE 375
NTDB id 115 BSU 16940 NP 389576.2 YEEERLGQGRENAKQFLKENKDIMLMIQEQIREHYGLDNNGVVQQQAEETQEEL.EFE.E.................... 348
NTDB id 625 LCA RS02525 WP 011374196.1 YGSERIGQGRENAKNYLADHEDVEDEVRLKVRAAYGISDVPEEDLPTTEDE.QI.NILPDDST.....EE.......... 355
NTDB id 1313 DR RS12030 WP 010888966.1 YGDERIGQGKEKTIAYIAERPEMEQEIRDRVMAAIRAGNAGEAPALAPAPAAPEAAE..A.................... 363
NTDB id 1245 Cj1673c YP 002345041.1 YKDKKLGQGRENSKAFLKENPEIADEITKAIQNSMGIEGMI.....SGSEDD..EGE..E.................... 343
NTDB id 1211 C694 RS00795 WP 000963128.1 YQDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEI.....MPLPDE..PLE..EME.................. 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 YQDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEI.....MPLPDE..PLE..EME.................. 347
NTDB id 1334 RA0C RS04870 WP 004918236.1 YQDTKLGQGRDTVKELIKDNPELAEELEAKIREKLQAK.......................................... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 YDGTKIGQGKNNAVKWLKENPEIADKLEQEIRNTLASNPNS.....VLKATASDSND..ESDVEEFSEEEL......... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 YNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI.....TEGTQDETDGE..R......PEE........... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 YNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI.....TEGTQDETDGE..R......PEE........... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1 YNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI.....TEGTQDETDGE..R......PEE........... 348
NTDB id 1427 RS RS02760 WP 011000510.1 YNGERIGQGRDNCREFLRENAELAREIENKVREHLGVTPMG.....AVTLA.EEVEE..D.................... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 YNGDKIGQGKANACKYLKENPEIAKTLDKKLREMLLNPENM.....QLIAETSSAAD..DVEFGAVPEEF.......... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 YNGDKIGQGKANACKYLKENPEIAKTLDKKLREMLLNPENM.....QLIAETSSAAD..DVEFGAVPEEF.......... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 YQGNKIGQGKNNVIRYLEENPQISTEIEAVIREQLLTKASD.....QTAA.HDETEE..EPDLL..ES............ 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 YQGNKIGQGKNNVIRYFEENNQIAEEIERNIREQLLTTGTN.....GAVQ.I.EDEE..EPDLL..LES........... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 YKGSKIGQGKANAAKYLEENPEIGQEIEQQIRAKLLVTSAN.....TKATPVAEDLA..DADI................. 347
consensus ! **!!!***** ** ***** **** ** **



logo

L
I EDI EE

NTDB id 35742 STERM RS14635 WP 049768991.1 ..... 378
NTDB id 600 KW2 RS01765 WP 011675413.1 ..... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEIEE 388
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEIEE 384
NTDB id 408 SMU RS09530 WP 002262392.1 LED.. 383
NTDB id 453 Spy49 1753c ACI62003.1 IED.. 378
NTDB id 115 BSU 16940 NP 389576.2 ..... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ..... 355
NTDB id 1313 DR RS12030 WP 010888966.1 ..... 363
NTDB id 1245 Cj1673c YP 002345041.1 ..... 343
NTDB id 1211 C694 RS00795 WP 000963128.1 ..... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..... 347
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ..... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1 ..... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ..... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ..... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ..... 347
consensus

X non conserved

X similar

X ≥ 50% conserved


