
logo MKKVFLKNGMPVFNFHRALPGFIKKHLVLAVLALVCMTGLVAGI
LGTIAHETAVGHAAPTSTPRNHVNPPSLKASNAPNQVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 357229 E5Y90 RS13040 WP 174660412.1 MKKVLKGMPFFRAPGFKKHVLVLAVCMGLGLGTIHTAGAAPTRNVNPPSLKANAPQVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!*! !!!*! !!*! !***!!!* *!****!*!!!!!! !!!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCAVGI IRSRYI

TGQSTTAHLQPQVRVEASLNNSTI
VPVIPLEHIKQWL

NTDB id 357229 E5Y90 RS13040 WP 174660412.1 PEIWASNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCAGIISRYIGST.ALQPQVRVESLNNTIPVIPLEHIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! !**!!!!!!!! !!!**!!!!!!!!!!!!

logo ENRSTI ILAPAPDES ILTGNTPYI LVGTADQRVLAGKGQKTI
VYASRGKQGI

L
I
V
A
NGQRYAGVYREAGEPYMYFLTDANKGKNKHYNSALGI

QEL ILQVASAGI
VAV

NTDB id 357229 E5Y90 RS13040 WP 174660412.1 ERSTIIAPESLTGTPYILGTADQRVLAGKGQKVYSRGKGIVAGQRYGVYREAEPYMLTDAKGNKYNAGQELIQVASAIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !!!****!*! !!!!*!!!!!!!!!!!!! *! !! !** !!!!*!!!!*!!! !! !! !* ! !!*!!!!**!!

logo

R
S
N
SEKNDI STTLELTDSTYNTAEVRRGDRVLMPEEYDQAPMTLPTLFYPTVDNAEKNQVTDSGGKQI IVRVLMGS IGRTAAKRHNSVVTI

LDRGTTHQGI
LQAVG

NTDB id 357229 E5Y90 RS13040 WP 174660412.1 RNENDISTLELTDTYTAEVRRGDRVLPEYDPMLPTLFYPTNAENVTSGGQIVRVLGSIGTAARHSVVTIDRGTTHGLQAG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!*!!!!!!*! !!!!!!!!!*!! * !!!!!!! ! *!! !! !*!!*!!!! !!**!!!!*!!!!!*!*! !

logo

H
QVFLDS IVNTQKQGESVI

V
R
TDPKTKERVIQLPGEQQRIGNS ILMVFKRATFDQLSYAYVLESDELP IKVGASAS IVQPSPLQFLDNDE

NTDB id 357229 E5Y90 RS13040 WP 174660412.1 HVLSVNQKGEVVTDPKTKERIQLPGERIGNIMVFKAFDQLSYAYVLESELPIKVGAAVQPPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *! * ! !! * !!!!!! !!!!! !! *!!!* !!!!!!!!!!!!*!!!!!! *!*! *

X non conserved

X similar

X ≥ 50% conserved


