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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 357227 E5Y90 RS12815 WP 373688374.1 MVEQQPLVLLVDDEEDLCTLMQMSLMRMGIRTHIAHRLEDAKQRLTDHQYDACLTDLNLPDGNGLELLHWIHQRCPDLPV 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLR....NPEAEEAPVDNRLLGESPPMRALRNQIGKLAR 154
NTDB id 357227 E5Y90 RS12815 WP 373688374.1 AVLTAYGNMEIAIAALKAGAFDFVSKPINQKHLEQLLQKALNKPVEYDQYNANDSLEHKLLIGQSLPIQQLRVTLKKIAR 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKV.EHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
consensus !**!!!!****!!*!!!!!!!!!**!!*** *!**!***!!** ** ****** **!*! !*!***!!* **!*!!

logo SQAPVYFVI STGESGSTGKELVI
VARNL IVHERQLGSPNR I

SERGPFVIPAVINCGAIPSTELMESEFLFGHKKGSFTGAI
T
E
QDKQGLFI LQASASHGGTSLFLD

NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
NTDB id 357227 E5Y90 RS12815 WP 373688374.1 SQAPVFITGESGTGKEVIANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLD 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
NTDB id 357227 E5Y90 RS12815 WP 373688374.1 EIAELPLSMQVKLLRAVQEKRIRPLGSDTEIDVDFRVISASHQDLDALVQQGKFRQDLYFRIHVMDLVLPPLRERGQDIL 320
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
NTDB id 357227 E5Y90 RS12815 WP 373688374.1 ILAEHFIQKICQEWDIPVKPLSGRSKEFLLGQYYPGNVRELRNIIERAITLSDEDRIDLQHLQSAPLRHTAPVLQESTSH 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 357227 E5Y90 RS12815 WP 373688374.1 AELASSDQIIIPRKLPEEGLELYLEKIEKEVLLNALNMTHWNRTLAAKKLGMSFRSLRYRLKKFGLDIEEEE.. 472
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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X non conserved
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X ≥ 50% conserved


