
logo MTAKRTINLLPWREDKELRVEQKRNKNKQEF ILVATVFILCGSFIVLGAVGLVFLVLGCILTATAAVFGLGMSTGWFYYFGDHKLDNQDQEQANQL I LMVTSTNQGNLDVQQLKASTLDENGLQQEQRDNA
NTDB id 357220 E5Y90 RS12445 WP 174660345.1 MARINLLPWRDELRVKRNNEFVAIGVGALFLGLAAAGSTWFYYDHKLQDQEQANQLIVSTNQNLDVQLKALEGLQEQRNA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
consensus !**!!!!!!!**!!**!***!* * *****!!**** *!!!**!!!*!!!!!!!!!**!!!*!!*!!!*!*!!!*!!*!
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NTDB id 357220 E5Y90 RS12445 WP 174660345.1 IVERMKLIQGLQTQRPIAVHLIDEIVRVTPSNMYITKFQRSGDKFTIEGKAESPNTVAELLRNLEASFWYRNAFMNAFLV 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !*!*!!*!!!!!!*!!*!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!*
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NTDB id 357220 E5Y90 RS12445 WP 174660345.1 AEASKEKAPSSVIPRVEESYGSFTVTVDLDQINQPVLTEEQQPVSPAAGASS. 212
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QPQTPPTAGVKP 212
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
consensus *!* !*!**!!**!!!!* !!!!*!*!!!**** ** *** *! ** ***
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