
logo MKNNI IKKQMI LTLSWALYGLVTLALVCGIAFLGLVLASVGCEDSR IDLAI
V
H
NQEMATNIRNQPPLP I EPAPDIVFTMPVEPQSTFQNYSAASHSQLRKNSPFMLPSSLAAELKIMS

AGKR
NTDB id 1013 ACIAD RS15180 WP 004923726.1 MNNK.ILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGKR 79
NTDB id 357218 E5Y90 RS12435 WP 151205182.1 MNIIKMTSALTLGFLLAGCESRIDLVNQEMANIRNQPPLPIEPAPDFMPVETFNYAAHSLKSPFLPSSLAAELKIMAGKR 80
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGKR 80
consensus !*** ** *** *! !!*!!!!***!!!!*!!!!!!!!!!!!!*!*!!**!*!*!**!**!!*!!!!!!!!!!!*!!!
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NTDB id 1013 ACIAD RS15180 WP 004923726.1 VYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHDG 159
NTDB id 357218 E5Y90 RS12435 WP 151205182.1 VYPNLSRQLQPLESYPLETLSMKGTMRNQAGQILALMQTPDGEIERIQRGSYMGLNHGRVVNITPTQIDLIEIIPDGREG 160
NTDB id 1057 ABD1 RS15855 WP 000695065.1 VYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGREG 160
consensus !!!!**! !!!!!!*!!*!*!!!*!!** *!!*!!*!!!!**!!!*!*!*!*!*! !!** !*!!!!!!*!!*!!!**!

logo YI
VERPRTSLVL IGPKAP

NTDB id 1013 ACIAD RS15180 WP 004923726.1 YIERPRSLVLIGPKP 174
NTDB id 357218 E5Y90 RS12435 WP 151205182.1 YVERPRSLVLIGPAP 175
NTDB id 1057 ABD1 RS15855 WP 000695065.1 YVERPRTLVLIGPAP 175
consensus !*!!!!*!!!!!!*!
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