
logo MRTALGLMF
I
L

G
A
F
L
V
A
L
AGCLMLACLLGQRTFRLPQALAPPSVWQPALLGFL

V

A
G
C
WLVLLAMLALPVALVRGGLRGLAGLRLFLPFPTRW

L
R
V
W

PVMAV
PLGAACFAFCLAFLGFLCGVWSADCLWNRSAQW

Q
R
ALSDVDVRLPA

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 357183 E5221 RS08560 WP 247847124.1 MRTGMFALALGLLCLGFLPALPS........VGWLVLLAVAGGLGLFTRLW....PLGCFLLGLCWACWSAQQALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGLLLLPFRWR....PLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 357183 E5221 RS08560 WP 247847124.1 TGLDGRTLWLEGRVVGLPTRTAQGVRFELDAARS.RRAELPQRLQLSWFD....................GPPLRAGEQW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 357183 E5221 RS08560 WP 247847124.1 RLAVTLQRPAGLLNPHGPDREAQLLARRVGATGTVKAGQLLAP..............VVGGWRDTLRQRLLAVEANGR.Q 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 357183 E5221 RS08560 WP 247847124.1 AALVALVLGDGAGLAREDWQTLQATGTVHLLVVSGQHIGLVAGLLYGLV.......AGLARWGLWP..ARLPWVPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 357183 E5221 RS08560 WP 247847124.1 AMAAALAYGWLAGGGVPVQRACLMLAVVLLWRLRFRQLGATLPLLLALVAVLLLEPLAALLPGFWLSFAAVATLVYCFSA 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 357183 E5221 RS08560 WP 247847124.1 R..............LGSWRPWQAWTRAQWVIAIGLLPVLLATGLPVSLSAPLANLVAVPWVSLAVLPLALLGALLLPLG 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 357183 E5221 RS08560 WP 247847124.1 GVGEALLWLAGGLLDVLFRLLALA.AQQPAWLPAALPLWAWLLVCLGALLVLMPRGVP...LRGLGGVMLLAL.WVPRET 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 357183 E5221 RS08560 WP 247847124.1 VPFGQVEVWQLDVGQGLAVLLRTRHHNLLYDAGPARGES.DLGERVVLPTLRKLGVGSLDLMLVSHAHADHAGGAGAIMR 563
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 357183 E5221 RS08560 WP 247847124.1 GLPVERVIGGEL..........LDDLQLQPCVSGEQWMWDGVRFSMWRWA......DGQSSNDRSCVLLVEAQGERLLLA 627
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 357183 E5221 RS08560 WP 247847124.1 GDMEAGAERAWLAAT..EAPRIDWLQSPHHGSRSSSSEAFIRATAPRGVLISRGRNNSFGHPHSQVVERYRRHGVVMHDT 705
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 357183 E5221 RS08560 WP 247847124.1 AEQGALRLVLGR..LGEVEGVRGQRRFWRVRVQ............... 736
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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