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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEGY 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD........L 72
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST.. 70
NTDB id 356849 E5093 RS13795 WP 177156101.1 .......MKTMQKGFTLIELMIVVAIIGILAAVAIPAYQDYTVRAKVSELIVAGSSAKSAISEGFQTNGMAGVASAATSV 73
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ASP.............PTDIKGKYVKEVEVK.....NGVVTATM.LSSGVNNEIKGKKLS...................L 115
NTDB id 1109 OK783 RS10670 WP 157147416.1 ASA..............STIKGKYVQKVEVA.....KGVVTAQM.ASTGVNKEIQDKKLS...................L 114
NTDB id 1197 PSJM300 03940 AFN76866.1 ....I...........GITDSTSYCD...VDLDTAADGHIECT..AKGGNAGKFDGKTIT.................... 114
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA...........V 142
NTDB id 1424 RS RS02795 WP 011000517.1 SVGSS............VFTPTKNVANLTIAGTGTVPGQITVTY......TTAAGGGTLALVPTAAGT.........ALP 125
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .AGSS............CV....GVQE..ISASNATTNVATAT......CGASSAGQIIVTMDTTKAK......GANITL 119
NTDB id 356849 E5093 RS13795 WP 177156101.1 TKGST............AAPVSKYLKS..ISANTET.GVITLTTTADASLPTDAQGKTIIMSPYARAAGTGSTAGANA.A 137
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ....V............SPAATPNVQS..IA.IGAN.GVITITY......TAAAGGGTIIMTPT................ 109
NTDB id 1274 LPP RS09530 WP 011214168.1 ....V............SPAATPNVAS..IA.IGAN.GVITITY......TAAAGGGTIVMTPT................ 109
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NTDB id 1119 NGFG RS11465 WP 017147169.1 WGRRENGSVKWFCGQPVTRADDDTVADA..KDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 WAKRQDGSVKWFCGQPVTRTGDNDDTVA..DANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1197 PSJM300 03940 AFN76866.1 ..LNRTADGEWSCAS...................TLDAKYKPGKCS....... 139
NTDB id 1188 NELON RS01755 WP 003772458.1 PAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 VSSAPSGPIMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TPTYASGAVTWKCTTTS...................DKKYVPSECRG...... 147
NTDB id 356849 E5093 RS13795 WP 177156101.1 LAAGAAGSVEWACATTTSVQAEARLAAL..TTKGTLPAKYAPSECR....... 181
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..LQANGDVTWTCT..................GGTLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ..LQANGDVTWTCT..................GGTLLAKYRPASCRP...... 136
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