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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 35674 FI9785 RS00040 WP 012845405.1 MINNVVLVGRLTRDPDLRTTGSGISVATFTLAVDRQYTNSQGERGADFINCVIWRKAAENFANFTSKGSLVGIQGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!!!!!!!!*!**!!*! *!**!*!!**!!*!**!! *!*!*!!!!!!!*!!* !!!*!!!**!!!!*!**!!*!!!

logo

T
NYDEDNKQDQGKQRVFYVTEVI

Q
V

A
V
E
D
S
N
V
F
Q
S
F
LLEPSKRNRTDGTGRTGENQSRQAGDNGAGNSFGQAGNFPYQNEGSNGQNASGNPSGGSTNQNQYSFGFGGSTQSANPDPQNPFGGNQSMQTGNNQAPRARNPSAGQAEGSNSNFKTNPQADQDP

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS.....GSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 35674 FI9785 RS00040 WP 012845405.1 TYDDKDGKRVYVTEVIVDNFSLLESRRDRENRQANGGNFAPQGGNAPSTNNFGGSSAP.....SMNNAPASGESNKPQDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQ.....QTGNA..PAANNTQADP 153
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logo FADNDNSGKQSAPTIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 35674 FI9785 RS00040 WP 012845405.1 FADSGSTIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
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