
logo MDYGS I EKYLVGSKQENL ILEEACYLRMTKRASDI
VHIVPREKRDEAI

S
I
V
H
SFRVDAHADL ILKQKQRDI IMDKKEKESCGEVRL IASHFKFLSASMDIGERRKRPQNGSLATLVKMLKRER

NTDB id 356728 RI02 RS11140 WP 017357987.1 MYGIEYLGQELLEEACRMRASDVHIVPREKEASVSFRVDADLIQQRIIDKKSGERLIAHFKFLSSMDIGERRRPQNGSLAVMLRR 85
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKE 85
consensus ! !! * !*!!!* *!!!*!!!!!!**! **!!!!* !* ! * ! * !!! !!!!!! !!!!!!!*!!!!!! * !*

logo GNQVFHLVRLMSTLPTI
VNDEESLVIR I

V
L
MPQDYHNI

VPKS ITDKKYLSLFPKATGSARTLLSFLKNHSHGLMI
L
I
LFTGPTGNSGKTTTLYSL IVQFYAKKHFNRNI IV

NTDB id 356728 RI02 RS11140 WP 017357987.1 GQVFVRLSTLPTVNDESLVIRILPQDHVPKTKYLSLFPKASARLLSFLNHSHGLILFTGPTNSGKTTTLYSLIQFAKKHFNRNII 170
NTDB id 96 BSU 24730 NP 390353.1 GNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIV 170
consensus !*!**!*!!!!!*!*!!!!!!**!! **! !!!!!! ! !!!!! !!!!***!!!!! !!!!!!!!!!*!*!!!!!!!!!*

logo TLEDPVETRDNEDEVLQVQVNEKAGI
VTYASAGLKRAI LRHDPDMI IVLGE IRDAETAER I

TAI
VRAALMTGHLVLMS

T
S
TLHATKRDNAKGAI

LYRLMLEFG
NTDB id 356728 RI02 RS11140 WP 017357987.1 TLEDPVETRNEEVLQVQVNEKAGITYAAGLRAILRHDPDMIVLGEIRDAETARTAIRAALTGHLVMSTLHAKNAKGALYRMLEFG 255
NTDB id 96 BSU 24730 NP 390353.1 TLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFG 255
consensus !!!!!!!!! !*!!!!!!!!!!!*!! !!!*!!!!!!!!!!*!!!!!!!!!! !*!!!*!!!!!***!! * !!!!*!!*!!!!

logo

I
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N
TMNE I

LEQTMVI
VAIAAQRL IVDELACPFCEGENGTCESSLVYCKRLQNSRNPTVRRATNSVFYELLYGKENLGQEQC IKQEAKGENHYAHNSYQSYEQTLQRQRI

L IRKGI
VALG

NTDB id 356728 RI02 RS11140 WP 017357987.1 VTMNELEQTMVAIAAQRLIELACPFCGETCE.LYCKLNRPVRRTNVFELLYGKELGECIKEAKGEYAHSSYETLQRLIRKGVALG 339
NTDB id 96 BSU 24730 NP 390353.1 INMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALG 340
consensus * !!!*!!!**!!!!!!!**!!!!!! ! **!!* !* !! !*!!!!!! ! !! !!!! *!* ! !! *!!!!*!!!

logo YLSTKTNSNTYDHRWVYEHEAKDSL
NTDB id 356728 RI02 RS11140 WP 017357987.1 YLSKSTYHRWVYEEASL 356
NTDB id 96 BSU 24730 NP 390353.1 YLTTNNYDRWVYHEKD. 356
consensus !!* !*!!!!*! *

X non conserved

X similar

X ≥ 50% conserved


