
logo MEGAI EQFLAVGRSGSGKTKTAL I ILENES IKQDEEQLRLRADPFLGKPP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTGGAMNSRPQ
NTDB id 356704 RI02 RS05095 WP 017366974.1 MEIQFLAGRSGSGKTTAILEEIKEQLRLDPLGPPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTGGANRQ 85
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTGGMSRP 85
consensus ! !! !!!!!!!! !* ! * !! ! !*!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!! !*

logo FLVTSTGI
VQMLLRKLVI EEHQKDQEKFKVFYKQKASDKPSGFTVAEQI

VEKRMTLMATEFKRYCLMEMPEDI ERKR I
M
A
S
A
ESGSMTAHSEYRTEGERRVALASEKLHDLHS IVLYQ

NTDB id 356704 RI02 RS05095 WP 017366974.1 FVTSTGIQMLLRKVIEEQKDKFKVFKKASDKPGFVEQIEKTMAEFKRYCMMPEDIEKISASSMHSEYTEERRAAEKLHDLHVLYQ 170
NTDB id 120 BSU 10620 NP 388943.2 FLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSEKLHDLSILYQ 170
consensus !*!!!!*!!!!!!*!!!*! !!!* !!!!!*!! !*!* * !!!!!!* !!!! ** ! *!!! !! !!!!!!**!!!

logo QMEKQHSLAQDEQYLVHSEDYLTLLAEQHQIPLASEDE I
L
K
RGAHIY I

VDGFYQFTPQEQFLLRVI
LEQLLML

VHAEHKITAFASFLTAVDKRPSSYHYDERTEQPHNELDELFRMT
NTDB id 356704 RI02 RS05095 WP 017366974.1 QMEQHLQDEYVHSEDYLTLLAQQIPLSEELRGAHIYIDGFYQFTPQQLLVIEQLLLHAEKITAAFTVDRSYHDTQPNELDLFRMT 255
NTDB id 120 BSU 10620 NP 388943.2 QMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKPSYEREPHELELFRMT 255
consensus !!! *! ! !*!!!!!!!!!! *!!! !***!!!!!*!!!!!!!!! !*!!!**!!!*!! ! !** ** !*!!*!!!!!

logo GKTYSYQRLHYQKLAKECLGNALADI STEYKNEI LESGRNTEKRHLTHKTPQDELAHYLEANQYEAQRPAL IQPYAQEEKQTEPAHLTVMSKQASANKRRAE I
LEGI

VAKRDE IHLADLVREGEKGLY
NTDB id 356704 RI02 RS05095 WP 017366974.1 GKTYSQLYQLAKECGAAISENILERNKRHLHTQDLAYLENQYEQRPLQPYQEETPHLTVSKSANKRAEIEGVAKDILDLVRGEGL 340
NTDB id 120 BSU 10620 NP 388943.2 GKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANRRAELEGIAREIHALVREKGY 340
consensus !!!! !*! !!!* !* ! !! *!**!!*!! !!! !! !! ! **!!! !!*!!!*!!*!**!* !!! !

logo RLYKRDI
V
A
S I LVARHQPVDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EF IRSSLDVI

LKGNWRYEAVFRCVKTEFLLFPLENELAPKANKAVREQ
NTDB id 356704 RI02 RS05095 WP 017366974.1 RLRDISIVARHVDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIEFIRSSLDVIKGNWRYEAVFRCVKTEFLFPLELAKNKAREQ 425
NTDB id 120 BSU 10620 NP 388943.2 RYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRYEAVFRCVKTELLFPLNEPKAKVREQ 425
consensus ! *!* !*!!***!!!! *!!!! !!*!!*!!!! !! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!! *! ! !!!

logo

A
VDQLENYC IAYGI

VKGDERWTKNGDSRFHQYRRFQVSLDDEDFAGQTDQE I EMENQMLNDTVKRDEWIVPPLFQLQKRLMKKAKQKTLVQRDEKMAVEALVYRVFYLE
NTDB id 356704 RI02 RS05095 WP 017366974.1 ADQLENYCIAYGVKGERWTNGSRFHYRRFQSLDEDFGQTDQEIEMEQMLNDVKEWIVPPLFQLQKRLKKAQKLRDMVEAVYVFLE 510
NTDB id 120 BSU 10620 NP 388943.2 VDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDWIVPPLFQLQKRMKKAKTVQEKAEALYRYLE 510
consensus !!!!!!!!!!!*!!*!!! ! !!*!!!! !!!*!!*!!!!!!!!!*!!!! **!!!!!!!!!!!!*!!! * * !!*! *!!

logo EATDQVPELKLDEKQAERLQERAEDEADGSR I
L
A
I EAMQQHGQQAVWDAVIQLLMDEEFVEML

MGDEDEE I
LSFLDPLFQQMI

M
D
E
A
TGALAESLKTFASL IPPASLDQVF IVGNSMDL

NTDB id 356704 RI02 RS05095 WP 017366974.1 EAQVPEKLEKARLEAEEASRLAEAMQHGQVWDAVIQLMDEFVEMLGEEELSFPLFQQMMDTGLASLKFALIPPSLDQVFIGSMDL 595
NTDB id 120 BSU 10620 NP 388943.2 ETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDL 595
consensus ! !! !!* ! !!* !* !! !! ! !!!!!!!**!!!!!*!**!*! *!!!!!** ! !! ! !!!! !!!!!*! !!!



logo SRMYGQTVKSCTFLVI
LGAVNDGVI

LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELASESGTGKRERLLDEHQFL IYMQAFLSSPSDHRYLYLVSYPSAIASDATEGKRSTLL
NTDB id 356704 RI02 RS05095 WP 017366974.1 SRMYQVKCTFLIGVNDGVIPARPSDESVLSEDDREWLKRAGAELAETGKERLLDEQFLIYQALSSPSHYLYLSYSASDTEGRSLL 680
NTDB id 120 BSU 10620 NP 388943.2 SRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLL 680
consensus !!!! !!!**! !!!!*!!!! * !!!*!!!!!!! ! !! !*!!!!!!*!!!! ! !!!!* !!*!!* ! !!**!!

logo PSMTI
L
I
VKRYCLEELFMPHNHKQEQARLLYTVLNDEPEQLVDSDEQEQLKMF

YVTVNEKHSVASLQSFYTAVSQLQRLQWLTNREQYDP I SDGVWWSTVYNHVLMS
T
E
S
Q
S
D
NRDLQVSKKI

L
F
MSS

NTDB id 356704 RI02 RS05095 WP 017366974.1 PSTLIKYCEELMPNHQQALYVLDPEQLDDQEQLKFVTNEHVSLSYTVSQLQQWLNQYPISGVWWSVYNHLMTSSNRDVSKKIMSS 765
NTDB id 120 BSU 10620 NP 388943.2 PSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSS 765
consensus !! **! *!!! !*! ! *!!!* ! !!! *! ! *! !*! !!! ! !*!! !!!! !!*!!* ! !!!* !!

logo LFFRTNERAVKQRLEKPRNSVSTKREQLYGDEHR IQGSVSRMEKTFNACAPFSHFASHGLHKLKDERQFFYKLEAPDIGQLFHSASLKL I SDRTLRVEQKKLDWKRDN
NTDB id 356704 RI02 RS05095 WP 017366974.1 LFFTNRAKRLKPNVTKELYGDHIQGSVSRMEKFNACAFSHFASHGLKLKDRQFYKLEAPDIGQLFHSALKLISDTLVEQKKDWKN 850
NTDB id 120 BSU 10620 NP 388943.2 LFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRD 850
consensus !!! ! ! ! * !** !!!**!!!!!!!!! !!!!*!!!!!!!!!*!!*!!!*!!!!!!!!!!!!! !!!!!! ! !!! !!*

logo LTKEDQCEVLTFYSRYDHAI
VEQRLAPKRLQKE I LLSSNRHAYYI

VKEKLQKI LV I
TRVSGS I LSEHAKAVSGFSVP I

VGLELGFGGKQGPLPPFLTFQLKNGC
NTDB id 356704 RI02 RS05095 WP 017366974.1 LTKEDCVTYSRHAIEQLAPRLQKEILLSSNRHAYIKEKLQKILIRVSSILSEHAKVSGFSPVGLELGFGGQGPLPPFTFQLKNGC 935
NTDB id 120 BSU 10620 NP 388943.2 LTKEQCELFSYDAVERLAPKLQKEILLSSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGC 935
consensus !!!! ! *! *!*! !!!*!!!!!!!!!!!! !*!!!!!!!* !!! !!!!!!! !!! !*!!!!!!!! !!!!! !!!!!!!!

logo TMELVGR IDRVDKAEGSSKGLLLR IVDYKSSDEKGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGMERATPAGI
VLYFHIHDPLMIQSTNP I

L

NTDB id 356704 RI02 RS05095 WP 017366974.1 TMELVGRIDRVDKAEGSKGLLLRIVDYKSSEKGLDLAEVYYGLALQMLTYLDLTITYSKEWLGMEATPAGILYFHIHDPLIQTPI 1020
NTDB id 120 BSU 10620 NP 388943.2 TMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNL 1020
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!! !!!!!*!!!!!!!!*!!***

logo PLGELDAE I EQE I FLKKFKMKGLLLEGDQVEAVVKRLMDQTTLEQESGRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEHFDHI

LLTKHVRRTFEQEAGEQR ITDS
NTDB id 356704 RI02 RS05095 WP 017366974.1 PLGEDAIEQEILKKFKMKGLLLEDVEAVKLMDQTLESGRSQVIQAGLKKDGSFRSDSAVLSEDHFHILTKHVRRTFEEAGERITS 1105
NTDB id 120 BSU 10620 NP 388943.2 PLGLDEIEQEIFKKFKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITD 1105
consensus !!! ! !!!!! !!!!!!!!!! ! ! !*!!! !! !!!**!*!!!!!!!! !!!!! * ! *!**!!!!!!!!! !!!! !!

logo GERVES I ENPYKLMKDNKQTPCRTFYCASFKS IVCQFDES ILEDENEFYRPVLKTASEKDDKTVI
MLDERWIKKEAGDGQNYAEHNSTKTE

NTDB id 356704 RI02 RS05095 WP 017366974.1 GEVEINPYKLKDQTPCRFCSFKSICQFDESIEDNEFRVLTSEKDDVMLDRIKKEGDQYANTKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 GRVSIEPYKMKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! ! ! !!!*! !!! *! !!!*!!!!!!*!*!!*!*! !!! *!* !!!!*! *****



X non conserved

X similar

X ≥ 50% conserved


