logo

NTDB id 356591 E5Q09 RS00610 WP 010886768.1
NTDB id 1314 DR RS00625 WP 010886768.1
consensus

logo

NTDB id 356591 E5Q09 RS00610 WP 010886768.1
NTDB id 1314 DR RS00625 WP 010886768.1
consensus

logo

NTDB id 356591 E5Q09 RS00610 WP 010886768.1
NTDB id 1314 DR RS00625 WP 010886768.1
consensus

logo

NTDB id 356591 E5Q09 RS00610 WP 010886768.1
NTDB id 1314 DR RS00625 WP 010886768.1
consensus

logo

NTDB id 356591 E5Q09 RS00610 WP 010886768.1
NTDB id 1314 DR RS00625 WP 010886768.1
consensus

1y M LU RIEE At R LA A

MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNK
MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAATIGGAKAAEEARAELNK
N

AR VTLLR LA D ALWRA AL Tl TR ALY A

AAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVL

AAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVL
PELL e rrrrrrrrrrrnt

1 LAROTAATAREAR 0TI SAHREOLR R LT A SR AL

IVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALS
IVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALS
PELL e rrrrrrrrrrrnt

U S AT A AR LR ATLERIAUEL AL

AGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPE

AGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPE
PELL L et

ORI LAY LAY R

QARVLRALQTPATLDDLAATTGLSIPELQTALVMLQLOGLAYEVGGRWSR] 370

QARVLRALQTPATLDDLAATTGLSIPELQTALVMLQLQGLAYEVGGRWSREEEECYSY
Prrr e

X non conserved
B similar
> 50% conserved

80

160
160

240
240

320
320



