
logo MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGP
NTDB id 356534 E5Q06 RS07030 WP 027480036.1 MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGP 80
NTDB id 1312 DR RS07135 WP 027480036.1 MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAF
NTDB id 356534 E5Q06 RS07030 WP 027480036.1 LGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAF 160
NTDB id 1312 DR RS07135 WP 027480036.1 LGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAF 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVRGAVPPGTLL I LDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR
NTDB id 356534 E5Q06 RS07030 WP 027480036.1 AVRGAVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
NTDB id 1312 DR RS07135 WP 027480036.1 AVRGAVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


