
logo MQRIYTVRGQAADITALLAAQYPTLRVTPVGQTGQLVLNGAQAQLDTALALLEQVDRPAPVAESRTVQRVFQLVNASAEE
NTDB id 356529 E5Q06 RS03960 WP 227086002.1 MQRIYTVRGQAADITALLAAQYPTLRVTPVGQTGQLVLNGAQAQLDTALALLEQVDRPAPVAESRTVQRVFQLVNASAEE 80
NTDB id 1304 DR RS03995 WP 227086002.1 MQRIYTVRGQAADITALLAAQYPTLRVTPVGQTGQLVLNGAQAQLDTALALLEQVDRPAPVAESRTVQRVFQLVNASAEE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKATLEGTLARDLTADSNNDVLPNVPVTATDANGNTTVVSVPNALGKTANQGTANAQAQTAQTPANTQQATL IADKRTNS
NTDB id 356529 E5Q06 RS03960 WP 227086002.1 VKATLEGTLARDLTADSNNDVLPNVPVTATDANGNTTVVSVPNALGKTANQGTANAQAQTAQTPANTQQATLIADKRTNS 160
NTDB id 1304 DR RS03995 WP 227086002.1 VKATLEGTLARDLTADSNNDVLPNVPVTATDANGNTTVVSVPNALGKTANQGTANAQAQTAQTPANTQQATLIADKRTNS 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L IVRGTPEQVAQVAELVPQLDQVVPQINVQVR IQEVNERALQSLGLNWRATFGGFNVAVSGGTGLAATFNPTQSFLGFNI
NTDB id 356529 E5Q06 RS03960 WP 227086002.1 LIVRGTPEQVAQVAELVPQLDQVVPQINVQVRIQEVNERALQSLGLNWRATFGGFNVAVSGGTGLAATFNPTQSFLGFNI 240
NTDB id 1304 DR RS03995 WP 227086002.1 LIVRGTPEQVAQVAELVPQLDQVVPQINVQVRIQEVNERALQSLGLNWRATFGGFNVAVSGGTGLAATFNPTQSFLGFNI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FPTLTALETQGLTRRVYDGNVTMQSGQRSLSATGGAQNASSGAAASVKSGGRLE INIPSAAGNIVRQIDYGLNLDFFSPQ
NTDB id 356529 E5Q06 RS03960 WP 227086002.1 FPTLTALETQGLTRRVYDGNVTMQSGQRSLSATGGAQNASSGAAASVKSGGRLEINIPSAAGNIVRQIDYGLNLDFFSPQ 320
NTDB id 1304 DR RS03995 WP 227086002.1 FPTLTALETQGLTRRVYDGNVTMQSGQRSLSATGGAQNASSGAAASVKSGGRLEINIPSAAGNIVRQIDYGLNLDFFSPQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VAPDGTITLR IRGQVNQPATAITADSLPNL IDFTNSEAQSTITFKNGQTI LMSGLLGSTETTNRSGVPFLSSLPGVGAAF
NTDB id 356529 E5Q06 RS03960 WP 227086002.1 VAPDGTITLRIRGQVNQPATAITADSLPNLIDFTNSEAQSTITFKNGQTILMSGLLGSTETTNRSGVPFLSSLPGVGAAF 400
NTDB id 1304 DR RS03995 WP 227086002.1 VAPDGTITLRIRGQVNQPATAITADSLPNLIDFTNSEAQSTITFKNGQTILMSGLLGSTETTNRSGVPFLSSLPGVGAAF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GEKRTEKTQSQLLVI ITGTVVK
NTDB id 356529 E5Q06 RS03960 WP 227086002.1 GEKRTEKTQSQLLVIITGTVVK 422
NTDB id 1304 DR RS03995 WP 227086002.1 GEKRTEKTQSQLLVIITGTVVK 422
consensus !!!!!!!!!!!!!!!!!!!!!!
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