
logo MHQQDEHNQPTFFFFDYETWGTVNPAKDRPSQFAGVRTDEMDNFNI
V IGEPLVI

MYCQLPPANDYLPASPEAAL ITGITPQKATNVQSEQGLASEPEF IAKR
NTDB id 35649 VEA RS10770 WP 006741652.1 MHQDNQPTFFFFDYETWGTNPAKDRPSQFAGVRTDENFNVIGEPLVMYCQPPADYLPSPEAALITGITPQKTVQEGLSEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!*!!!!!!*!!!*! !!!! !!!!!!!!!!!!! !! !!!!!!*

logo IHAELASKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLRACHALRPEGI

VEWPENDEDGFTSFKLEHLSVA
NTDB id 35649 VEA RS10770 WP 006741652.1 IHAELAKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVLRACHALRPEGVEWPENEDGFTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHQKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQYTSWIVP I
VAWHPTNNQN

NTDB id 35649 VEA RS10770 WP 006741652.1 NGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRQKRKLNELVDIVNMTPLMHVSGMLGRECQYTSWIVPVAWHPTNNN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!!!!!!!*!!!!!!*!

logo AVITVI
VDLAGKDPQP I

LLELDSAEETLHQAERLYTKRRYEDLAGPDEELLPVPVKLVHLNKCP I LAPAKTLTAENAEQKS IG IDREQQCLAHNLANLVI
LRQHP

NTDB id 35649 VEA RS10770 WP 006741652.1 AVITIDLAKDPQPILELSAEELHERLYTKREDLG.ELLPVPVKLVHLNKCPILAPAKTLTAENAESIGIDRQQCLANLALLRQHP 339
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! *!!*!!!!!*!!! !! !* !!!!* !!!*** !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!*! **!!!!

logo E IREKL IVSTLVFSQVEREKFDNKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDKRI EKPLLFRYRARHNFYPGHTLDTDEQTEQRR
NTDB id 35649 VEA RS10770 WP 006741652.1 EIREKLISLFSVERKFDKSDDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDKRIKPLLFRYRARNFPGTLDEQEQRR 424
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!***!! !! ! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!!! !!!!!!!!!**!*!! * !!!!

logo WAALHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLACS
NTDB id 35649 VEA RS10770 WP 006741652.1 WALHCREVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!* !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! !!*
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X ≥ 50% conserved


