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NTDB id 35648 VEA RS09955 WP 006742940.1 MRPRVLLVEDSTSLAILYKQYVKDEPYDIFHVETGREAIQFIERSKPQLIILDLKLPDMSGEDVLDWINQNDIPTSVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
consensus *******!!!* !*! !!* !* * * !! *! !!!*!! ! ! ! !!*!!!*!!!!*! !!! * ** ***
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NTDB id 35648 VEA RS09955 WP 006742940.1 TAHGSVDLAVNLIQKGAEDFLEKPINADRLKTSVALHLKRAKLEDLVENIQSKFDRHNYHGFIGSSLPMQAVYKTIDAVA 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASK..LKN..DVDNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
consensus !!!!!*! !! * *!! !!! !!* !!!!* *! ****! **! ** *!!*!!!!!! *!!!!!*!!! !
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NTDB id 35648 VEA RS09955 WP 006742940.1 PTSASVFIVGESGTGKEVCAEAVHRQSDRKDKPFIAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAATLAHGGTLFL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
consensus ** !!*!! !!!!!!!!!!!!!*! ! ! !!!!!!!!!*!!!*!!*!!!*!!!!!!!!!!! !*! !!! !*!!!!!!
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NTDB id 35648 VEA RS09955 WP 006742940.1 DELCEMELEMQKKLLRFLQTGTYTPLGGTREMKVDVRIICATNRDPLTEVEEGRFREDLYYRVHVIPIDMPPLRERGSDI 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
consensus !!!!!!*!**! !!!!!*!!!!* **! ** !!!! *!!!!!!! !! !!!!!!!!!!!**!!!***!!!! !! !*
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NTDB id 35648 VEA RS09955 WP 006742940.1 VTLAKHFLTTYAKQDKKKFSTIDSEAQHIIKHYEWPGNVRQLQNIIRNIVVLNNDEKVTLNHLPAQLTRKSKTARTSTPA 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPL 390
consensus * *! * ! ! * ! ! * ! * **!!!!!!!!!!!!**!!*!!!! *!! *!!**! ! * !
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NTDB id 35648 VEA RS09955 WP 006742940.1 HVTQEPATPPTITSRPVYVEEQSASAREPSIPTPEPNIQSSAAASPYFNSDGTIRPMWQVEREAIQNAIAYCDGNVLNAA 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ...........................................AHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAA 427
consensus *******************************************!** ! * ! !*! !* !! *!! !!!!** !!
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NTDB id 35648 VEA RS09955 WP 006742940.1 VMLELSPSTVYRKKQAWEADEINLEQS. 507
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !**!!!!*!!! ! ! ! *



X non conserved

X similar

X ≥ 50% conserved


