
logo

MAS
M
R
A
M
S
G
I
L
VNKVI ILVIGRNLGANQREDPDEMVRTYMPSNGDGEAVCATNLFITS IVATSESTWI

R
NDRKAMNTGQEKQRKRVEKLVRTEWHNRVIVTLFMF

Y
G
RRKQLAE I

V
V
AGEQYLKRKGGSQKLVYI

L
V

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 356189 E5138 RS09365 WP 135938282.1 ..MAGINKVIIVGNLGAEPEVRTMPNGEAVANISVATSESWIDKNTGEKRELTEWHRIVFYRRQAEVVGEYLRKGSKVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..PYEEGYGQS..QEAYQRPAQQSRQPASDAPSHPQ 148
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..PYDEGYGQS..QEAYQRPAQQSRQPAPDAPSHPQ 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM...PAQGGMNVPAQQGSWGQPQQPAKQH.....QPMQ 152
NTDB id 356189 E5138 RS09365 WP 135938282.1 EGRLRTRKWQDQNGQDRYTTEIQG....DVLQMLDSRPVGQATQVGTAQQGRNQYAQQ...SQPAYQTPQA......... 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN.QGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 EAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 EAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..SAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 356189 E5138 RS09365 WP 135938282.1 ...QTAASQPAPPPTPDDGFGDDQIPF 166
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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