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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 356125 E5134 RS10810 WP 135953027.1 ..MAGINKVIIVGNLGADPEVRTMPNGEAVSNMSVATSESWIDKNTSEKRELTEWHRIVFYRRQAEIVGEYLRKGSKVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPDA 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQ...GGMNVPA....QQG....SWGQPQQPAKQH 148
NTDB id 356125 E5134 RS10810 WP 135953027.1 EGRLRTRKWQDQNGQDRYTTEIQG....DVLQMLDSRPERYQ.AGQATQVGAAQQG.R.........NQYAQQSQPAYQT 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAA.APVEDI.DDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAA.APVEDI.DDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQ...QSAPQQYSQPQYNEPPMDF.DDDIPF 177
NTDB id 356125 E5134 RS10810 WP 135953027.1 PQTQ...TSA..SQPVPPP.IPDDGFDDDQIPF 170
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRP...QPA..QKPAAQAEPPMDNF.DDDIPF 180
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