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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 MARPMHGGGRPAEKIDASFSDTWGKLIDYCKQYMPAIAVALIAAVGGAILTLIGPNKLSELTDIITKGMMSDIDLGSVKN 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGE 66
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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 IAMTLLMIYVASVVLSYLQGFIMTTITQRVSKKMRGDIAGKINRLPLKYLDQTSYGDTLSRVTNDVDTISQTLNQGIGSL 160
NTDB id 370 SMU RS04260 WP 002263294.1 IALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSM 146
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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 VAAIAQFLGAIVMMYYTDWRMATVGILASLVGFVFMITIISKSQGYFAKQQNLLGELNGQIEENYNGHTNIKAYNAQPEF 240
NTDB id 370 SMU RS04260 WP 002263294.1 VAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQS 226
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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 IKAFTGVNDKLRNSAQMAQFLSGLMMPLMGFIGNIGYVAVCVMGAKLVIDGKITIGVIVAFMLYIRLFTQPLSNIAQSMT 320
NTDB id 370 SMU RS04260 WP 002263294.1 KKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGIT 306
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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 SLQSTGAASYRVFNLLEETEMRDEDHLIQQLDNVKGDVTFDHVSFGYDEDKMIIKDFSANVHAGQKIAIVGPTGAGKSTL 400
NTDB id 370 SMU RS04260 WP 002263294.1 QLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTI 386
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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 VNLLMKFYEVNEGEITIDGHPVSTLSRKAIHDAFCMVLQDTWMFEGTIRENLIYSEEGVTEEHMQEVCKAVGVEHFIKTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 VNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTL 466
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NTDB id 356051 E4Z98 RS07270 WP 135254507.1 SKGYDTVLDDNTSLSAGQKQLVTIARAMLKDSPMLILDEATSSVDTRTEILIQQAMDKLMEGRTSFVIAHRLSTIKDADL 560
NTDB id 370 SMU RS04260 WP 002263294.1 PKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADL 546
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logo I LVMKRDGNQI I EQGNSHDEQL IMAEEQKNGFYAEDELYNSQFTEETEVAMD
NTDB id 356051 E4Z98 RS07270 WP 135254507.1 ILVMKDGQIIEQGNHDELIEQKGFYEELYNSQFTETEMD 599
NTDB id 370 SMU RS04260 WP 002263294.1 ILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
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