
logo MKTALI LIVTF ILFLVI FGCLVIVVI
FHELFGHF IFFAKRSGI LVREFAIGMGPKI FSAHRTDGKSDGTLVYTIR I LPMLGGYVRMAGMWGEEDETVTAELIPKPT

NTDB id 356035 E4Z98 RS02180 WP 135253903.1 MKTLLVFIFVFGLIVVIHELGHFIFAKRSGILVREFAIGMGPKIFSHRDKSGTLYTIRILPMGGYVRMAGMGEEEVALPP 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!****!***!**!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!**!*!!*!!!!!!!*!!!!!!!!*!!*******

logo GKSPLASVLETLNGDKKDGDKVSRR INTLSHDKRVQTVLDTQNTGAI
LPLMENLVLTEAAYDLEDKLYTLIKTGYLVNLGEETANETKTYTEVDHDATI IVEEDGTEVLR IAPRKD

NTDB id 356035 E4Z98 RS02180 WP 135253903.1 GKPLSVELNDKGDVSRINTSHKVTLTNGIPLELLEADLEDKLYLKGYVNGEEANETTYTVDHDATIIEEDGTEVRIAPRD 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!**!***!*!*!!!*!*********!******!!!!!!***!*!*!!* *!!*!!!!!!!*!!!!!!*!!!!*!

logo VQFYQSNAKSLIYWQGRMLLITNFAGPLMF
NNF I LTGFVVLLVFLI LIVLLAFMVQGGVAQADNTDSTSNSLLI IGGQVQAANDGSGPAADQKVASGMLKPTDGDRAI LVEAI ENGKTDKVTQDFW

NTDB id 356035 E4Z98 RS02180 WP 135253903.1 VQFQSAKLYQRMLTNFAGPLFNFILTFVLFLLVLFMQGGVAANDTSSLIGGVQADSPADKAGMKPDDRILEIEGTKVTQF 240
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI..QVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI..QVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
consensus !!*!*!****!**!!!!!!**!!!!****!****!*!!!!****!*** *!*****!***!*!**!*!**!***!!!**
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NTDB id 356035 E4Z98 RS02180 WP 135253903.1 AEVGKLLEKTKD.....KPINVVVEREK.AEKTLTLTPKKVTENGKDRYILGIQGAVRLKKLSFGEKFKEAAVQTKNSAL 314
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKT...GLKDKIFGGFQMAWEGAT 308
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....ESQGSYFLGVSPVLKT...GLKDKIFGGFQMAWEGAT 308
consensus ******!**************!*!*!****!*!****!* ****!*!!******* ****!***********!*
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NTDB id 356035 E4Z98 RS02180 WP 135253903.1 TIFNALKDLIAGFSLDKLGGPVMIYQASSELSNQSFVTILSFIAMLSVNLGIMNLLPIPMLDGGKLLFNIFEGIRRKPLN 394
NTDB id 323 STU RS10650 WP 011225396.1 AILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 AILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus *!***!!*!!**!!!*!!!!!!***!*!***!******!!****!!!*!!!!*!!*!!!*!!!!!***!!*!*!!!!!!!
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NTDB id 356035 E4Z98 RS02180 WP 135253903.1 QEIEMKITLASAILLIGLIVLVTWNDIMRFLGR 427
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus !!!!**!!!!*******!***!!!!!!!!***
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