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NTDB id 356026 E4Z98 RS00570 WP 135255085.1 MEQDNKTEKNNQQTSLLKRFG...ISLAGGILGGGLVLGGAQLLSNDSNSTSTNSTKSQTTQVSNISYDVTSDTTKAVDK 77
NTDB id 381 SMU RS09890 WP 002262650.1 .......MNNTKSHPFLKWFIPFLVIFLT.FILGVISTLTFNWIT...GNKSFSNNGK..TTVSNVIYDTKSNTTKAVKN 67
NTDB id 425 SGO RS10525 WP 012131081.1 ........MKNSSNFFKKTLQVFIVLLVG.FIGGVAGTWGFSYFS...TPHSATNNNQKTATTVTTSYKNSNSTTEAVDK 68
NTDB id 539 SM12261 RS09395 WP 000681587.1 ........MKHLKTFYKKGFQLLVVIVIS.FFSGALGSFSINQLT...QKSTEST.SNNNSTITQTAYKNENSTTQAVNK 67
NTDB id 256 KZH43 RS10270 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVIS.FFSGALGSFSITQLT...QKSSVNN.SNNNSTITQTAYKNENSTTQAVNK 67
NTDB id 215 SPD RS10945 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVIS.FFSGALGSFSITQLT...QKSSVNN.SNNNSTITQTAYKNENSTTQAVNK 67
NTDB id 181 SPR RS10425 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVIS.FFSGALGSFSITQLT...QKSSVNN.SNNNSTITQTAYKNENSTTQAVNK 67
NTDB id 145 SP RS11450 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVIS.FFSGALGSFSITQLT...QKSSVNN.SNNNSTITQTAYKNENSTTQAVNK 67
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logo VQKNDTAVVSVINTLYQSEKAQSTNDNQRANSQDMSNAYSDIYVNPFFYGGLFGGDNSGPSDNQGEQNNKDENDEKSTGSDENTEDGNSDLQEGQRTVIAYSGSEGSGVIYRKKDNKGDDKFSYEAYLIVTNTNHVVIKSNDGSADEKSAKLVEDI LMRMLNASND
NTDB id 356026 E4Z98 RS00570 WP 135255085.1 VQNAVVSVINLQKQQAMSDPFGGLFGGNSPSNQKEEDNDNLETSSEGSGVIYRKDGDFAYIVTNNHVVSGSDALEILLND 157
NTDB id 381 SMU RS09890 WP 002262650.1 VKNTVVSVINYQKTDNSYYNY......DSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMAN 141
NTDB id 425 SGO RS10525 WP 012131081.1 VKDAVVSVITYSESNSDAIF...........DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLAD 137
NTDB id 539 SM12261 RS09395 WP 000681587.1 VKDAVVSVITYSANRQNSVF...........GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 256 KZH43 RS10270 WP 000681597.1 VKDAVVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 215 SPD RS10945 WP 000681597.1 VKDAVVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 181 SPR RS10425 WP 000681597.1 VKDAVVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
NTDB id 145 SP RS11450 WP 000681597.1 VKDAVVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSD 136
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NTDB id 356026 E4Z98 RS00570 WP 135255085.1 GTTIKGELVGRDSYTDLAVIKISSKDIKTTATFGDSDKIKVGEPAIAIGSPLGTEYASSVTQGIISAKNRSIQNTNDDNE 237
NTDB id 381 SMU RS09890 WP 002262650.1 GKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGE 221
NTDB id 425 SGO RS10525 WP 012131081.1 GNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQ 217
NTDB id 539 SM12261 RS09395 WP 000681587.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 256 KZH43 RS10270 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 215 SPD RS10945 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 181 SPR RS10425 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
NTDB id 145 SP RS11450 WP 000681597.1 GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ 216
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NTDB id 356026 E4Z98 RS00570 WP 135255085.1 PVNINAIQTDAAINPGNSGGALINAAGQVIGINSVKIASST...SGVSAEGMGFAIPSNDVVNIINQLEKDGKVTRPALG 314
NTDB id 381 SMU RS09890 WP 002262650.1 TISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALG 301
NTDB id 425 SGO RS10525 WP 012131081.1 TIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALG 295
NTDB id 539 SM12261 RS09395 WP 000681587.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 256 KZH43 RS10270 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 215 SPD RS10945 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 181 SPR RS10425 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 145 SP RS11450 WP 000681597.1 AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
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NTDB id 356026 E4Z98 RS00570 WP 135255085.1 VSMYDLANISSQQRSEILNLTDDVTAGIVIMTVQNATPAEKAGLEKYDVIVDIDGEAIESSSDLQSILYNKKVGDTIKVT 394
NTDB id 381 SMU RS09890 WP 002262650.1 ISMANLSEASTSG.RDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLT 379
NTDB id 425 SGO RS10525 WP 012131081.1 IQMVNLSSLSSSS.SDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVT 373
NTDB id 539 SM12261 RS09395 WP 000681587.1 IQMVNLSNINTSD.IRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 256 KZH43 RS10270 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 215 SPD RS10945 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 181 SPR RS10425 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 145 SP RS11450 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
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NTDB id 356026 E4Z98 RS00570 WP 135255085.1 YYRGKEKKTTSVKLSIDQSALQQNNTNN 422
NTDB id 381 SMU RS09890 WP 002262650.1 FYREKDKQTVEIQLTKTSQDLNH..... 402
NTDB id 425 SGO RS10525 WP 012131081.1 YYRDGKEQTTTIKLTKSTDDLSSE.... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 YYRNGKEETTSIKLDKSSGDLES..... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 215 SPD RS10945 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 181 SPR RS10425 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 145 SP RS11450 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES..... 393
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