
logo

MTVEEKKAKKM
S
L
S
D
P
L
NRSTEHI

L
E
P
E
V
E
K
E
YTWDRLETDTI FAPTDADADWEETEFYEKQSTVKVAQDMI

L
K
PKALGSAEYAKGHRLGLDESAPEKNVLLYEGALTEQLYQYDMESLVMSMRRLEGK

NTDB id 355994 E5Z46 RS07770 WP 042379620.1 MTVEEKKAKKSLPLRSEIPVEETWRLEDIFPTDDAWEEEFKQVKAMIPKLGEYKGRLGESPEVLYEALQYQDEVSMRLGK 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ..........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEK 70
consensus ********** * !**** !! ! !!*!! !! !* **! ! !*! *!* ! ! * !! !

logo

I
LYTVYAHSMKRNYDQDTTNVGSFLYQEGLYDQAKRAKSNSLYSEQALSESAFMAFYFI EVPEFI LMAI

L
D
N
D
E
A
K
K
VLARESFKLEQEYEPGPLGRLYADHAYFLDEER I

L
L
T
A
R
N
Q
K
R
D
PHVLS

NTDB id 355994 E5Z46 RS07770 WP 042379620.1 LYTYAHMRYDQDTTNSFYQGLDARAKSLYSEASSAMAFIVPEILAINEAVLRSFLEQYEPLRLYAHALDEITRQRPHVLS 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 IYVYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLS 150
consensus *! !!*!* !!!!! !! !*! !!! ! ! !* !! *!* * ! ! !! **! !! ! * * ***!!!!

logo

A
QEAEEAE I

LLAAQAAGDE I
V
F
M
N
Q
A
G
P
T
S
TDTFNSAVLDNNADI

L
L
TFPTWI

V
I
SDEGNQGDEEVVELVTHGNRF IRTFLLMESKTDRDRI

VRKRDGAFYEYAMVYGHTYEKQFQHNTFYA
NTDB id 355994 E5Z46 RS07770 WP 042379620.1 AEEEAILAQAAEVMQATSDTFSALNNADLTFPTIIDENGEEVEVTHGRFIRFLESTDRRVRRDAFYAVYHTYEKFQNTFA 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QEAEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYA 230
consensus ! ! *!! !*** ****!!! ! !!!* !! * ! *!* !!*!!! !! *!! !! *!* !* !*!*!!! !!*!*!

logo

N
QTLAQGTVVKKVDHNFYFQAKR I

VRHRYNSSAREHAALADANFNIPESVYDNSL ILAESTI
V
H
N
E
KHLPLLHRYLVDRLRKKRVLGLDELHKMYDLVYTPLSVEQDTV

NTDB id 355994 E5Z46 RS07770 WP 042379620.1 NTLAGTVKKDNFFARIRRYSSAREAALDANNIPESVYDNLIATIHEHLPLLHRYVRLRKRVLGLDELHMYDLYTPLVQDV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTLQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET. 309
consensus *!! ! !! *!* !**!*! !!!*!!! !! !!!!!!! !* *** !!!!!!!!* !!!*!!!!!!!*!!!*!!!! *

logo

E
K
M
T
A
E
L
VTYDEEASKLKQKYAMELEGVLAI

P
F
LGEEYSVAKGIVHKAEAGFLDTENRWI

VDVHREPNKGKRSGAYSGSGAYDGTHNAPFYI
MLLNWQDNTLVDNNLFTLVHEFTG

NTDB id 355994 E5Z46 RS07770 WP 042379620.1 KMEVTYDEAKQYMLEGLAPLGEEYVAIVKEGLDNRWVDVRENKGKRSGAYSSGAYGTHPYILLNWQDNVNNLFTLVHEFG 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETG 389
consensus *!!*! ! !!* !!!! !* * !!*!!**!!!!!!!!!! !!! !****!!!!!! * !!!!!!!! !

logo HSLVHSTYFYTRKQTQPYPVYAGDHYPS I FLVAE I
VASTCTNEANI

LLNTDETYLLKETI
V
D
KDDEKKTRFLAYI

LLNHYLDEGFKRGTVFRQTMQFAEFEHAL IHELAK
NTDB id 355994 E5Z46 RS07770 WP 042379620.1 HSVHSYYTRKTQPYPYAHYSIFVAEVASTCNEALLNDYLLKTIDDEKKRLYLLNHYLEGFRGTVFRQTMFAEFEHLIHLK 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEA 469
consensus !!*!! *!! !!!!*!**!*!!*!!*!!!*!! *! * !!! * !*! ! *!!!!!*!!*!!!!!!! !!!!!! !!

logo

A
D
A
Q
Q
SGEQAI LTADEFML

M
N
T
A
KLYAYDLNEKKTYFYGNDLDKAI EVDVDNKYE IGQFLEWAER IPHFYMYNYYVYQYATGFASAAI

S
A
YLASEKKQI LVEHEGGTEEPADKVETARYI

L
D
T

NTDB id 355994 E5Z46 RS07770 WP 042379620.1 AQQGEALTAEMLTALYYDLNKTYFGDDIVVDKEIGLEWARIPHFYYNYYVYQYATGFSAAIALSKQILEEGEPAVTRYID 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLT 549
consensus ! !!!* * !! !!! !* !! !! !!!!!! !!!!!!!!!!! !! ! !** !* !*



logo

F
YLKAGSSDYP I

LEVI
LKKAGVDMTNSATDEPYI

L
D
R
A
QACFKQVFAEDEKRLDVELMEARLLVEKGVHLS

NTDB id 355994 E5Z46 RS07770 WP 042379620.1 FLKAGSSDYPIEVLKKAGVDMTSAEPIRQACQVFAEKLDEMERLLEK..... 607
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus *!!!!!!!!!*!!*!!!!!!!! *** !* !! **! !*! !*!!*****

X non conserved

X similar

X ≥ 50% conserved


