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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 355918 E5284 RS21390 WP 096758705.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus *!*!***! !* !!**!**!*! !!** **!***** ** !* * **** * *****!!*****!*!!* ***

logo

D
EGKQRI

L
K
R
Q
S
TRNKW

Y
E
T
Q
N
G
D
K
Q
N
Q
D
SGVIQRDEKVRFTYSVATYTDE I

V
Q
V
VNQGVYNG

A
D
E
G
N

I
S
T
V
E

L
V
M
K
Q
F
MLDEGPSGKRAQSNQSEGQNGSGMGPSAAGPAQSYDEGEGDMNYGAFNYEVGPQGAGNSSQEGQSGSAGYWNGQRQAPPAQAQQTNQYFNGQGGQYNSDNYPFQAKGQNQGSHRN

NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNG..GGSGSGGYNEGNSGGG........QYFGGGQNDNPFGGN 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQSQE.AYQRPAQ..............QSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQSQE.AYQRPAQ..............QSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSS.......GGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNN 147
NTDB id 355918 E5284 RS21390 WP 096758705.1 EGQLRTRKWTDQSGVEKYTTEVVVN.VGGTMQMLGGRQG..GGAPAGGNAGGGQQGGWGQPQQ............PQGGN 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQ............PAKQH 148
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NTDB id 113 BSU 40900 NP 391970.1 QNNQ...RRNQ.GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQ....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 355918 E5284 RS21390 WP 096758705.1 QFSGGAQSRPQ....QSAPAAPSNEPP.IDFDDDIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQ..QSAPQ.....QYSQPQYNEPP.MDFDDDIPF 177
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