
logo MKNSLSYAKR IYKSQEYLASTLGTI ESYRSLFGSYSLTVDGDTVFAMVASDGELYLRACEQSAVQYCVKHPSPVWLTFYKMKCRGRPSVI
TLN

NTDB id 355915 E5284 RS15065 WP 115258917.1 MKNLSYARIYKSQEYLASLGTISYRSLFGSYSLTVGDTVFAMVADGELYLRACEQSVQYCVKHSPVWLTFMKRGRPVILN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!!!!!!!!!*!!!! !!!!!!!!!!!! !!!!!!! !!!!!!!!!!!! !!!!!!*!!!!!* !*!!*! !!

logo YYQRVDNDEASLWRNHQLPKQLVRSLSKRYSLDAALVKEKQSTRNVSTQREHRLKRDELPNI
MSFHLEATI

LLGSEAVGIKNDEVGRATLR I
TLGAKQMCWLKRLLRQI

QN
NTDB id 355915 E5284 RS15065 WP 115258917.1 YYQVNDALWRNHPQLVSLSRYSLDAAVKEKQTRVSQHRLRELPNISFHLETLLSEAGINDEGTLRTLGAQMCWLKLLQIN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! ! * !!!!** !! !!*!!!!!!*!!! !! * *!!**!!!*!!!!! *! ! !! ! !! !!! !!!!*! ! !

logo

P
S
L
S
L
VTEVKI LFYAMLEGAI ISG IHEAALPAVAVRRQRELAVEWAVDSSLKTPEKPQEGFYPAELE

NTDB id 355915 E5284 RS15065 WP 115258917.1 PSLTVKILYALEGAISGIHEAALPAVRRRELVEWVSSLKPEPGY..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * *! !!!* !!!!! !!!!!!!! !! !! !! !! ! * ******

X non conserved

X similar

X ≥ 50% conserved


