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VYVYAHSMKNDQDTTV
NTDB id 35581 GGS RS06915 WP 015017196.1 MTDNRSHLEEKYTWDLSTIFATDKDWEAEVSGLASEIDAAKDFSGHLLDSSANLLTITDTYLELARCVEKVYVYAHMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !*!!!*!!!!!!!!!!*!!!!!! !!! ! ** ! * !!!!!! !!! !* !* ! !**!!*!!!!*!!!!!!!!!
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K
LYQEYQAKASGNLYASKQFLSEAVFASFYFYDEPEFVMALDSDQEKDKLYAQAEFKLAEEQETPDGLGKLRYDHHFYFDEKRLFLAQNTKRDHVLSQAEAEEELLAAGAGQDE I FNGAPETDET

NTDB id 35581 GGS RS06915 WP 015017196.1 AKYQEYQAKASGLYAKFSEVFSFYDPEVMALSQEDYQAFLAETPDLKRYHHFFDKLFQTRDHVLSQAEEELLAGAQEIFNGAEET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!! !! !! ! ***!! !!! ! ! ! !*!*!**! *!!!!!! !!!!!*! *!!!!* *!

logo FNS IVLDNADI LVFPVWVKSDNDGKQGDEDVVELTHGNF I STLMESKDRDS IVRKQAGAYEAMYGSTYEQFQHTYAKQTLQGTNVVKVHQNYKQAKRVHRHKYDNSARHQA
NTDB id 35581 GGS RS06915 WP 015017196.1 FSILDNADIVFPVVKNDKGEDVELTHGNFISLMESKDRSVRQAAYEAMYSTYEQFQHTYAKTLQTNVKVQNYKARVHKYDSARQA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!! ! !* !!!!!!!!!*!!!!!!! *! *!!!!!! !!!!!!!!!! !!! !!!*!! !*!**! !!!*!

logo ALMAANF IPEASVYDSTLLESTVNKHLPLLHRYLDKLRKQDKVLGLDELKMYDVYTPLSETDELTAI
L
G
TYDEEASLEKKAEEKVLAI

VFGEKDEYASDKGRVHARA
NTDB id 35581 GGS RS06915 WP 015017196.1 AMAANFIPEAVYDTLLETVNKHLPLLHRYLKLRQDVLGLDELKMYDVYTPLSETDLAIGYDEALEKAEKVLAVFGKDYADRVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !*!!!!!!! !!!*!!!*!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!* !* !*! ! !!! !!!*!! *! !! !

logo FTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQTQPYVYGDYPS I FLAE IASTTNENI LMT
NTDB id 35581 GGS RS06915 WP 015017196.1 FTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTRETQPYVYGDYSIFLAEIASTTNENIMT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!*!

logo EATLLKNEVKQDDEKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHAIHEQADAQKSGEQI
VLTASDEFYLMNKQLYADLNEKYYGNLKSAKDEDNHYEF IQFYEWAER I

NTDB id 35581 GGS RS06915 WP 015017196.1 EALLNEVQDEKERFAILNHYLDGFRGTVFRQTQFAEFEHAIHQADQKGEVLTSEYLNQLYADLNEKYYGLSKDDNHFIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !! !! !*! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! ! *!! ***! !!!!!!!!!! ! *!!* !!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLADEKIVHGTEQDEDI
K
D
E
A
HYLTYLKASGNSSDYPLEVIAKKAGVDMATKNGTDYLDEAAFKVFEDERLTVELEALVAE

NTDB id 35581 GGS RS06915 WP 015017196.1 PHFYYNYYVYQYATGFAAASYLADKIVHGTQDDIDHYLTYLKSGNSDYPLEVIAKAGVDMAKGDYLEAAFKVFEERLTELEALVA 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!!*!!!!!! *! **!!!!!! ! !!!!!!!! !!!!!! !!!*!!!!!!!*!! !!!!!!



logo KGVHHLS
NTDB id 35581 GGS RS06915 WP 015017196.1 KGVHH. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !!!!**
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