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NTDB id 1077 ABD1 RS06150 WP 000203218.1 ....MTSNFSQLSTDALSPGQLPESVKALLKRAHINRYPKRTTIVDAGTESKSLYLILKGSVSIILREDDEREIVVAYLN 76
NTDB id 355776 E5Q53 RS07000 WP 005706936.1 MQD.MMLSTPPIEDLTPAPSINDPVVEWFLTQCHVHRYPAKYTLIHAGEKAESLYYIVSGSVSVFVKDDEHKEMLLTNLG 79
NTDB id 1409 HI 0957 AAC22618.1 MSNELTEIDEVVTSSQEEATQRDPVLDWFLTHCHLHKYPAKSTLIHAGEDATTLYYVIKGSVMVSSKDDEGKEMILTYLG 80
NTDB id 1145 A1552VC RS12025 WP 000242749.1 ..............MVLGKPQTDPTLEWFLSHCHIHKYPSKSTLIHAGEKAETLYYIVKGSVAVLIKDEEGKEMILSYLN 66
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NTDB id 1145 A1552VC RS12025 WP 000242749.1 QGDFIGELGLFEEG.QERTAWVRAKTPCEVAEISFKKFRQLIQVNPDILMRLSGQMARRLQVTSQKVGDLAFLDVTGRIA 145
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