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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLL.TLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ 79
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL..FTSVVLCGALVV.SSSFAEE....KATXQTAQ....SVVTTQAEAQ.....VAPAVVSDKLNINTATASEIQ 62
NTDB id 355775 E5Q53 RS06425 WP 005707401.1 ..MKKINTFAISLIV.GLFS.TAVFANE....VTTQPTTLSTQPPVVTAPATSTAPVNIQQVTADPNSVNINTASAAEIQ 72
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYTFSLLF.GLFS.ATTFAEE....KVTTSTE...HTPVVMQQVAA.......TQKVNANVVNINTATASEIQ 62
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1362 HI 1008 AAC22669.1 KSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 355775 E5Q53 RS06425 WP 005707401.1 DKLVGIGGKKAQAIVDYRTKNGAFLSIEQLKEVSGIGAATLEKNRSRIVL. 122
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
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