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NTDB id 355766 E5Q53 RS03845 WP 005707111.1 MKFVIFSKILTACAV.LFLAGCVSSQIDPEFNRSEALKARINLALAYLEQQDYPKAKENIDKAIAHDRNDYLPYSVLAYY 79
NTDB id 1386 A4U84 RS02735 WP 005710402.1 MTFAKFFRNLTACSVALWLVACANQTTQVDFNRSEAVKARINLALAYLEQSDFPKAKENIDKALEHDVKDYLPHSVLAYY 80
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NTDB id 1358 HI 0366 AAC22024.1 SAQKMDIYQQTLEKLRQIDGKRAEKFNSLK... 179
NTDB id 355766 E5Q53 RS03845 WP 005707111.1 SEPNSQKFNEAFAQLEKLDKIKADKLR...... 179
NTDB id 1386 A4U84 RS02735 WP 005710402.1 MKKDIEKQKTALSQLEKIDKSRAERLYNFMEIR 193
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