
logo MLKKRSLS I EPFHYYWWQDRVF IAVAI I LA I LLHI
TFVLL IHFAMPAPSEQSTKE IA I S IVRPTEDE I

V
I
VKHADFLAQADQQGSGAT

NTDB id 355730 KAN01 RS02375 WP 032012175.1 MLKKRSLSIEPFHYWWQDRVFIVAIILAILLHTFVLLIHFAMPAPSEQSTKEIAISVRPTEEIVKHADFLAQADQQGSGT 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !!!!!!!!!!!!*!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!***!!!!!!!!!!!!!!!

logo FRAEAHRMSSNSPATPMPSTDASTGEAQLDETLEKVQRQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS
NTDB id 355730 KAN01 RS02375 WP 032012175.1 FRAAHRMSSNSPTPMPTDASTGEAQLDTLEKVRQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !! !!!!!!!!! !!!*!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVI LNAQGGIRAIRL
NTDB id 355730 KAN01 RS02375 WP 032012175.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LESSGHPVLDEAAKASVRRGAPFGRFDATNMKDI SELR I IVRTWRFDPAEAEFEVH
NTDB id 355730 KAN01 RS02375 WP 032012175.1 LESSGHPVLDEAAKASVRRGAPFGRFDTNMKDISELRIVRTWRFDPAEAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!
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