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NTDB id 1001 ACIAD RS15020 WP 004923834.1 ....MKISRHSGFTLVELMVAITLGLLVTAAAIQLYITGITSYNVQKAMSSIQDSASFGVNYILDDVRRANLSAP.SAYM 75
NTDB id 355724 KAN01 RS01665 WP 032011724.1 MNRSF.LEKQQGFTLIELMVALALGLILVAAATQLFIGGILSSRLQKANAEIQDSGIFGLDYIVRDIRLVNYGNIINPQL 79
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQL 80
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 NDQQPNSGLILTSSNVSELKDNK......................PLLTLNDAYLTKSA.VGDGNVSQKSDQLTIRYQAV 132
NTDB id 355724 KAN01 RS01665 WP 032011724.1 NDTTPWGGIVLTGSTATNNNNVNFVPNTGTNAYIADALLSRGAGDTVSTLNNQWKGLSNIQNSSNATIQSDQLTIQFIAP 159
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAP 160
consensus *!**!**!**!!*!**** ******* ** ** *************!*!* ****!******!****!!!!!!***!*

logo

E
S
T

P
N
G
M
Y
T
D
NCTEGKVTNLVPLANGTDYL IVVEQRYF ILGRLSVDKNANLGRSCSVQSQDQYYAQLQATCGDANTTPAISVTGSTAMPDTNAKQTPDKTI

S
T

T
V
D
L
N

D
G
F
L
S
G
G
D
N
AGQI I ILPNRVIDYHMFRHVQLLGYAVKKN

NTDB id 1001 ACIAD RS15020 WP 004923834.1 EPGYDCTGKTLPANTYVVQRYFIGSDKALRCVSDQYQQTG.N.TITGMDNKTKTTLDLSGNGQIIIPNVDYMRVQLGYVK 210
NTDB id 355724 KAN01 RS01665 WP 032011724.1 SNMTNCEGVNVLAGDLVVERYFLRLDNNGSSQQDYALACDANTPSTTPTAQPTSVDGFGDAGQIILPRIDHFHVLLGAKN 239
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKN 240
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 GALNNPTAMSYVSIGDYLDTNKTSAVKKNINGIQQSIKPNINVIQIGLLVQSNETAGNDSIVRNRNKQAFDVLGQSVTLN 290
NTDB id 355724 KAN01 RS01665 WP 032011724.1 A....AGNFAYYTIPQYRVAAQA.....ARDATPTQLAPRILSIQISVLARSTNNAQNKAVDPN...QTFVMLDQTVHAS 307
NTDB id 1066 ABD1 RS15740 WP 000079197.1 A....AGNFAYYTIPQYRVAAQA.....ARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPN...QSFLMLDQNVHAA 308
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 EKNQDTRLRQVVTQTISLRNAMGWVEEGYVTP 322
NTDB id 355724 KAN01 RS01665 WP 032011724.1 .DTSTRFLRRVYSTTIALRNAMGEKL...... 332
NTDB id 1066 ABD1 RS15740 WP 000079197.1 .DNRTRFLRRVYSVTIALRNAMGETI...... 333
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