logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

35565 CTCNB1 RS22460 WP 003068462.

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

35565 CTCNB1 RS22460 WP 003068462.

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1
1

1
1

el A o0l DR oL OESF

PPMIRVDG YDIMND
PPMIRVDG R YDIMND
PPMIRVDG R YDIMND
PPMIRVDG R YDIMND
PPMIRVDG R YDIMND
PPMIRVDG R YDIMND
PPMIRVDG R YDIMND
MDIWELLAFSVK PPMIRVDG R YDIMND
ok Doskokokoskkok ok |1 ok ok ok ok ok sk %k ok %k k ok k | * % %k %k %k % * * % %k % * * %k Doksk | sk

e AR et VR

VRD. .
SPAG.
SARG. Q E
LNREKNEA:AUSENRINR D MPEMWUT AR IIE

ST Bl sumersor TS T DY 0

I\ [OIYARFRVNAFTIQIIGWIG  VIURIAIP gy ISWAYRGLVLVTGPTGSGKSTTLA M K
E IS\ ARFRVNAFNQSJRGA AVFRTIPS)X INIIRGLVLVTGPTGSGKSTTLAAY Y
E WM ARFRVNAFNQBRGA AVFRTIPS) ERIANIRGLVLVTGPTGSGKSTTLAAY Y
E Id¢ ARFRVNAFNQWRGAGAVFRTIPS)Y RIMYRGLVLVTGPTGSGKSTTLAAM Y
E Ide ARFRVNAFNQWRGAGAVEFRTIPS)S IMIRRGLVLVTGPTGSGKSTTLAAM Y
1PN . ARFRVNMFNQNRGAGAVFRTIPSQ [N YRGLVLVTGPTGSGKSTTLAAM Y
E 13\ ARFRVNAFNQWRGAGAVFRTIPS)Y (MY RG VLVTGPTGSGKSTTLAAM Y
E IJYM ARFRVNAFNQWRGAGAVFRTIPS|S (OAZRG VLVTGPTGSGKSTTLAAM Y
E 13 ARFRVNAFNQWRGAGAVFRTIPS)Y [MNEXRG VLVTGPTGSGKSTTLAAM Y
* % kk D LD Dok Dk b skskokokk Dok Dk D skk koxk * %k % % % % % % B I A B B B B | | *

W e e R sl AR

CHILTVEDPIEFVHIM:IK C
€HI TVEDP EFVHIZ:IKRC
CHT EDPIEF H[N:{NYC
€HI T EDPIEF HiN:¥XeC
IRHILT EDPIEF HIgUKER
IDNHILTVEDPIEFVHRNSKKCL
IDHILTVEDPIEFVHRSKKCL
BIHILT EDPIEFVHISKKCL
BIHILT EDPIEFVHIKKCL
DIHILTVEDPIEF VHIAZKKCL
PIHILTVEDPIEFVHRNSKKCL

A T VLS

TQREVGLDTES IAYAL |y LR BAPD IL GE

INSAETGHLVF TLHEWW
TAAETGHLVEGTLHTNS
TAAETGHLVFGTLHTIS
TAAETGHLVFGTLHTNS
TAAETGHLVFGTLHTENS
TAAETGHLVFGTLHTHS
TAAETGHLVFGTLHTHS
TAAETGHLVFGTLHTNS
TAAETGHLVFGTLHTHS
TAAETGHLVFGTLHTENS
B S

DTIRFNPNALRSALREDPDIILVGE
DTIRENNALRSALREDPDIILVGE
DTIHEFMAALRSALREDPDIILVGE
DTIREFMRALRSALREDPDIILVGE
DTIREFIMAALRSALREDPDIILVGE
DTEEFIAALRSALREDPDIILVGE
DIHILTVEDPIEFVHRSKKCL DTiHEEFIMRALRSALREDPDIILVGE RDLETIRLA
PIHILTVEDPIEFVHNSKKCL DTiHEFIMAALRSALREDPDIILVGE RDLETIRLA

Pl DD D] *)xkkk L1 Pxx ]| Plskokok D lokok Dl B Dok B Dok Dotk Dokokokok |

RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA

150
159
152
153
156
152
1562
152
152
152
152
152
152

230
239
232
233
236
232
232
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
35565 CTCNB1 RS22460 WP 003068462.1

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

35565 CTCNB1 RS22460 WP 003068462.

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

35565 CTCNB1 RS22460 WP 003068462.

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1
1

1
1

i RE v Ll S s

ML L e s o

EEFEA REQQME MDIBSIL NIRKEASRSIR| (|8 PT.DGQSREAAVE
IDRI 'DVFPIE "[fjoe] RUfNL RRYLUYAV ¢ QL LIFIWIGNGR VIBANE ]S

ANNKTI RIIDVFPAEEKSMVREIMLSESLQAV
ANWNKTI RIIDVFPAEEKEMVREIMLSESLQAV Q
DVFPAEEKE\MVREIMLSESLQ VISQ
AINKTIDR DVFPAEEKEMVREIMLSESLQAVISQ
ABMKTIDRIIDVFPAEEKMVRIMLSESLQAVISQ
ARNKTIDR IDVFPAEEKIMVREWMLSESLQAVISQ
AINKTIDR IDVFPAEEK|MVREMLSESLQAVISQ
ANKTIDR IDVFPAEEKIMVREWMLSESLQAVISQ

boskokokok | oskokokokokok kok o okokk kokokokok |k *k |

01 R v

*

...................... 368
...................... 378
...................... 381
...................... 383
ATPAAPAAGRSEPGRAGGFGRR 418
...................... 344
...................... 344
...................... 344
...................... 344
...................... 344
...................... 345
...................... 345
...................... 345

BKIGGGRVAABIETIMIY PAIRNLIREWKVAQMYSINIQTG
RKWMGGGRVAABIEIMIY PATRNLIREIKVAQMYSHIQTG
BKIXGGGRVAABIEIMIMPATRNLIRE@MKVAQMYSHIQTG
RKIMGGGRVAABIEIMI[EIPATRNLIRENKVAQMYSEIQTG
RKIMGGGRVAABIETMI{€@IPATRNLIRENKVAQMYSIIQTG
BKIMGGGRVAABIETMI[EMSPATRNLIRENKVAQMYSIIQTG

Ik *x% | 1 %k % kokkkk | kok  skkkokkokk kkkokk

E
L AkAkEeAééAgﬁfﬁLQ' KlepEr R ez m s SoViE A e 22 2RSS REF R aan

VDDKHSEQDALHSADSANDLRLMLKTKRGDDYG . . . SGSLQNVK. .. . IDME. . o v vv oo,
FESN[IBs YEDALRNADSVNDLRLQIKLNSQRARTLDLAAGTEHLT....IV .................
YVQGEMBYEDNLLENDSSNDLRLMIKLGSETDGEHLTSVS.QGLT. . . . LEMSDDDPGRSFR. . . . ..
YDHQHISYADALKHADS NNLRLQIKLSEEANKPLDNRERMSEME .RKMTFDGQRRNLK. . . ...
FREHIEM Y DK LERAID EARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAP

N ISKHTAHEAALNKSLF ...............................................

NENEERSKHTIHEAILNKSLIT . .« o . oot e

ARGEERRENINREKIK IRENI . . . o . oo ettt e e e e e

ARGEERRDSIKEKIK QIENI . . . . oottt e e e e

ARGERIN L P T RAVINK SIESI . .« o oot e

SHGEERIP QTR TAKQIEESHL . . . o oot

ARGEEREPQTIRTAIKQIESIL . . . . o o

ARGEERE P QTR TAIKQIESIL . . . . o o

310
319
312
313
316
311
311
311
311
311
311
311
311

368
378
381
383
396
344
344
344
344
344
345
345
345



(>4 S

non conserved
similar
>50% conserved



