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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MATSGTTYGYVYSDPE LDYITSNTGPTK AIVINGVDGLMEADKYGNLVP 7
NTDB id 324 STU RS16140 WP 011226306.1 NN TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 7
NTDB id 292 STER RS06940 WP 011681419.1 BTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 7
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 VAEDWMVSKDGLTYTYKIRKG KW TS GEEYAJRVTAKDFVJGLKHAADIMK |3 YLE\ S I4GL DYLSGTE{DF SV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSEDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAAD[KAG YLVQDSIAGLSDYLSGENKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG IYLVQDSIAGLSDYLSGTNKDFSNYV| 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG IYLVQDSIAGLSDYLSGTNKDFSNYV] 157
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 240
NTDB id 475 HSISS4 RSO7005 WP 021143809.1 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAID YTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNERY V| ECEY
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSS IELVKNEHY WiNERRYS
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 Q 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 317
NTDB id 324 STU RS16140 WP 011226306.1 317
NTDB id 292 STER RS06940 WP 011681419.1 317
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 Q 400
NTDB id 475 HSISS4 RSO7005 WP 021143809.1 397
NTDB id 324 STU RS16140 WP 011226306.1 397
NTDB id 292 STER RS06940 WP 011681419.1 397
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 [WNLINCADEABYNEINAFININ KNS EFEICIDEE RIS YRR [ G T Ve VEYAAD I EDE 450
i) IR R L R I S R VPR M V| iD QDG L YNAEKAKTEF AKAK [LQADGVQFPIHLDLPVDQSSK NVAQAQSLKQTIEWSLGS NVVID NQLSSDD|EYEs
NTDB id 324 STU RS16140 WP 011226306.1 VNIADQDGLYNAEKAKTEFAKAKDALQADGVQFPTHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD YA
NTDB id 292 STER RS06940 WP 011681419.1 vNADEQDGLYNAEKAKTEFAKAKDALQADGVQFPTHLDLPY QSSKLNVAQQSLKQTIEKSLGSENVVIDINQLSSDD| YA
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 FLNITYYAANA EDWD S[g8VNiW PDYQDPSTYLDIMKTTSSERTKp MG D PNE)Y AUQVGLK YDIYL IMIFAAMETS

NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNGVifW PDYQDPSTYLDIFKTTSSENTK@WFMGYDDPNNAAAAQVGLKDYDALLINSAASET
NTDB id 324 STU RS16140 WP 011226306.1 LEN[TLNAANAAAEDWDISNEV W PDYQDPSTYLDIFKTTSSENTKIFMGYDDPNNAAAAQVGLKDYDALLISAASETS
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNBV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1 DEARIAAREEESFNALNRENART|DISISIRE INZA MA S S[e:V:NAY Q .
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DLNJARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNSHEEDYKYVKPQEKVVTKKEYEQSREKW,
NTDB id 324 STU RS16140 WP 011226306.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRISRLTPFTGASLQVGDKNSSNDYMKYVKPQEKVVTKKEYEQSREKW

NTDB id 292 STER RS06940 WP 011681419.1
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NTDB id 355605 E5Q10 RS08880 WP 000742225.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKEKKRISNEKAQKDLEKHVK
NTDB id 324 STU RS16140 WP 011226306.1 LKEKKESNEKAQKDLEKHVK
NTDB id 292 STER RS06940 WP 011681419.1 LKEKKESNEKAQKDLEKHVK
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