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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 35539 HNEAP RS11925 WP 012825233.1 MSIAKVYSRAQVGIDAPLVTVEAHVTNGLPAITLVGLAETAVRESRDRVRAAILSSGFEFPPKRLTINLAPADLPKESAR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIA.......PEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDL 151
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPL.......TNLANHEFIGELALSGELRGVSAIIPAVLAAHK.DNQHLIIANANAAEASLTGHQ 152
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPL.......TNLANHEFIGELALSGELRGVSAIIPAVLAAHK.DNQHLIIANANAAEASLTGHQ 152
NTDB id 35539 HNEAP RS11925 WP 012825233.1 FDLAIAIAILAVTGQIPGKDAEAALQQLKHYEFLGELSLDGGIRPINGSLSAAIATRD.ARRILVLPKACGDEVSVIKDI 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIAT.......DKLKNYEFVGELALSGGLRTVKGVLPAALAANK.KQRHLVVPHANGDQAALVGKE 152
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIAR.......NKLESYEFIGELALSGEIRGVKGVLPAALAANQ.VERCLVVPHSNGDQAALVGVE 152
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDS.......DKLKRIELLGELSLTGHLRGVHGAIPAVLAASK.AKREIIVPQQNANEVSLVSNT 152
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDA.......SHLKQFEFVAELALTGQLRGVHGVIPAILAAQK.SKRELIIAKQNANEASLVSDQ 152
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLA 231
NTDB id 1271 LPP RS03220 WP 011213198.1 KVFTANNLREVCDYLCQGTSLQSLPPKPDLLL....NNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMA 228
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KVFTANNLREVCDYLCQGTSLQSLPPKPDLLL....NNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMA 228
NTDB id 35539 HNEAP RS11925 WP 012825233.1 HALTAHHLTAVVAHLAGQKNLDEIVPRP...LEPIDPAMEGDLSEVRGQPRAKRALAIAAAGQHNLLLIGPPGAGKSMLA 236
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLA 228
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLA 228
NTDB id 1387 A4U84 RS06900 WP 020457569.1 QTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLA 231
NTDB id 1349 HI 1117 AAC22771.1 NTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLA 232
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEF 311
NTDB id 1271 LPP RS03220 WP 011213198.1 KRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEF 307
NTDB id 35539 HNEAP RS11925 WP 012825233.1 QRMPGILPPMTESEAIESARIASISSQGF.TPERFGLRSFRSPHHSASSVALIGGGSNPKPGEISLAHFGVLFLDELPEF 315
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SRLCDLLPEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SRLCDLLPEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SRLADLLPEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEF 310
NTDB id 1349 HI 1117 AAC22771.1 SRLTGLLPEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEF 311
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIE 390
NTDB id 1271 LPP RS03220 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVT 387
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVT 387
NTDB id 35539 HNEAP RS11925 WP 012825233.1 DRKVLEALREPLENGKITISRAAQQAEFPAQFQLIAAMNPSPQGVEIDS........IAAQRYRAKLSGPLLDRIDMHLE 387
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLE 385
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIE 385
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIE 388
NTDB id 1349 HI 1117 AAC22771.1 ERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIE 389
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSAR 468
NTDB id 1271 LPP RS03220 WP 011213198.1 IHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSAR 463
NTDB id 1248 GCO85 RS03150 WP 011213198.1 IHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSAR 463
NTDB id 35539 HNEAP RS11925 WP 012825233.1 IPRVPATEFNSV..AAEETSAEVRARVTEARAVMLRRQS....KPNAQLSSSELGNVAELDPKNQLFLNQAIEKLKLSGR 461
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIR 460
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIR 460
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVR 464
NTDB id 1349 HI 1117 AAC22771.1 VPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVR 464
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 GYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 35539 HNEAP RS11925 WP 012825233.1 ARNRILKVARTIADLDGKPQIDTACLSEAMGYRNLDRLFRIG..... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 AYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 AYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 AYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 AYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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