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NTDB id 35530 HNEAP RS08850 WP 012824634.1 MARAKEKSAFVCQECGADFPKWAGRCSECGAWNSLTEIRLPSNASSASSPGVSGYAGSNPQTTLISEVRISETPRETTGLDELDR 85
NTDB id 125 BSU 00870 NP 387968.1 ..MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANR.RAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEFNR 82
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNR 79
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNR 79
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNR 79
NTDB id 238 SPD RS00140 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNR 79
NTDB id 204 SPR RS00140 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNR 79
NTDB id 169 SP RS00155 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNR 79
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NTDB id 35530 HNEAP RS08850 WP 012824634.1 VLGGGLVEGSVILIGGDPGIGKSTLLLQTLLTLQAH.MPCLYVTGEESLQQVALRAQRLEADLSGKQGQLTLMSETSVEAILAHC 169
NTDB id 125 BSU 00870 NP 387968.1 VLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN....NPSLHVLSETDMEYISSAI 163
NTDB id 509 SM12261 RS00130 WP 078228442.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DSEFYLYAETNMQSVRTEV 159
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DSEFYLYAETNMQSVRAEV 159
NTDB id 279 KZH43 RS00140 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DSEFYLYAETNMQSVRAEV 159
NTDB id 238 SPD RS00140 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DSEFYLYAETNMQSVRAEV 159
NTDB id 204 SPR RS00140 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DSEFYLYAETNMQSVRAEV 159
NTDB id 169 SP RS00155 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DSEFYLYAETNMQSVRAEV 159
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NTDB id 35530 HNEAP RS08850 WP 012824634.1 ARQLPRLLVVDSIQTLHTEGLTAAPGSVSQLREGTAQLVRFAKRHEVTIFIVGHVTKEGALAGPRVLEHMVDTVLYFEGDPGARF 254
NTDB id 125 BSU 00870 NP 387968.1 QEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTF 248
NTDB id 509 SM12261 RS00130 WP 078228442.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 279 KZH43 RS00140 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 238 SPD RS00140 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 204 SPR RS00140 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 169 SP RS00155 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
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NTDB id 35530 HNEAP RS08850 WP 012824634.1 RVIRAVKNRFGAANEIGVFAMTDRGLKPVTNPSAIFLSRHEQPVPGSVITVTREGTRPLLVEVQALVAEHPGGNPKRLTVGLDQN 339
NTDB id 125 BSU 00870 NP 387968.1 RILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHN 333
NTDB id 509 SM12261 RS00130 WP 078228442.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 279 KZH43 RS00140 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 238 SPD RS00140 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 204 SPR RS00140 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 169 SP RS00155 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
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NTDB id 35530 HNEAP RS08850 WP 012824634.1 RLAMLLAVLHRHGQIALYDQDVFLNVVGGVRVAETAADLPSLLAILSSFRARPLPEGLIVFGEVGLAGEIRPVSGGPERLAEAAK 424
NTDB id 125 BSU 00870 NP 387968.1 RVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAK 418
NTDB id 509 SM12261 RS00130 WP 078228442.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 279 KZH43 RS00140 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 238 SPD RS00140 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 204 SPR RS00140 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 169 SP RS00155 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
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NTDB id 35530 HNEAP RS08850 WP 012824634.1 HGFTHAIVPKANMPARPI.DGLKITAVSHLNQALELL... 460
NTDB id 125 BSU 00870 NP 387968.1 LGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 LGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 LGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 LGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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