
logo MF
I
L
YNQKRVMIVL IVGRLVTRSAKATDVPDEMLHVRSKYTNSPAKSNNDGVAKNASVGTAHRTAIVFSTI

M
LAVNRQSTRYFTKDSTNAQQDNSGDE I

K
R
Q
EADYF IVNMCVTVFITVLFWKGRRKSTQLAESTNFITLVKVALNSFYCGTALGQTKSKGSLAIVSGLVSDGER I

LRQTR
NTDB id 526 SMSK321 RS08825 WP 000282440.1 MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTR 80
NTDB id 409 SMU RS08940 WP 002263454.1 MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQDGEKQADFVNVVLWGRLAETIASYGSKGSLISLDGELRTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 355168 SaO268 RS01525 WP 000934796.1 MLNRVVLVGRLTKDPELRSTPNGVNVGTFTLAVNRTFTNAQGEREADFINVVVFKKQAENVKNYLSKGSLAGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 526 SMSK321 RS08825 WP 000282440.1 ADLVLEEEELPF 131
NTDB id 583 DLJ51 RS09560 WP 002962590.1 TDLVLEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 ADLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 QAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ............ 113
NTDB id 355168 SaO268 RS01525 WP 000934796.1 ............ 139
NTDB id 113 BSU 40900 NP 391970.1 KPIDISDDDLPF 172
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