
logo MKNSLSYAKR IYKSQEYLASTLGTI ERYRSLFGSYSLTVDGDETVFAMVASDNGELYLRACEQSAVQYCVKHPSPVWLTFYI
KKCRGRPSVI

TLN
NTDB id 354681 E4Z61 RS09005 WP 135322469.1 MKNLSYARIYKSQEYLASLGTIRYRSLFGSYSLTVGETVFAMVANGELYLRACEQSVQYCVKHSPVWLTFIKRGRPVILN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!!!!!!!!!*!!!! !!!!!!!!!!!! *!!!!!! !!!!!!!!!!! !!!!!!*!!!!!* !*!!*! !!

logo YYQRVDNDEESLWRNQLQKQLVRSLSKRYSLDAALVKEKQSTRNVATQREHRLKRDELPNI
MSFHLEATI

LLGSEAVGIKDEVGRATLR I
TLGAKQMCWLKRLLRQI

QN
NTDB id 354681 E4Z61 RS09005 WP 135322469.1 YYQVNDELWRNQQQLVSLSRYSLDAAVKEKQTRVAQHRLRELPNISFHLETLLSEAGIKDEGTLRTLGAQMCWLKLLQIN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! ! * !!!!! !! !!*!!!!!!*!!! !! *!!**!!!*!!!!! *! ! !!!! !! !!! !!!!*! ! !

logo

P
SLLVTEVKI LFYAMLEGAI ISG I

VHEAALPAVARRQELAVEWADSLS ILKTPEKPQEGFNPAELE
NTDB id 354681 E4Z61 RS09005 WP 135322469.1 PLLTVKILYALEGAISGVHEAALPAARRQELVEWASLIKPEPGN..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *!*! !!!* !!!!! !*!!!!!! !!!!!! !!! * ! * *****

X non conserved

X similar

X ≥ 50% conserved


