
logo

MENKKKSLLSQMAFKP I
Y
F
LKGRLNYAKAKELFWGLMAVLVI

L
STAF ITCI LVASSVTWI

M
D
T
L
V
I
K
G
TPDERYLMKSENI

MTDTLTLMQTTKGLTATGAKI
SDI

L
D
M
D
K
I
PGES IKALTLMALLMF

L
S
Y

NTDB id 369 SMU RS04255 WP 002263293.1 ...........MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTT.ASDIMDPGSK...MLMFS 65
NTDB id 354601 E2C04 RS21625 WP 338088777.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKG.YKALFGLAVI...FTIVSSTITVIGPDRLKEMTDTMT.KGLAGKIDLDKIGEIALTLALLY 75
consensus * * *** ** * * * * ** * ** * ** ** * * *

logo FAGGSAFFLMVASVYLTAVGSF ILAVSRTLTAIAQKSFSTQTRLRNSADIAFDNKR I
V
M
N
D
K
V
Y
P
S
E
L
A
K
E
Y
F
I
D
K
K
S
F
HS IQGPDSLTLSTRTVTNDLVDTLQLMQTI

Q
M
S
F
I
N
V
M
Q
SLVSMVA

G
A
M
I
Q
I
V
L
V
L
T
I
RG
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NTDB id 369 SMU RS04255 WP 002263293.1 QVVVGFMMMVAIFI...........ILPRALVSAKRINEVLALNSSV.HFKEYSKADNARKGEVEFHDVSFRYSKNSRAV 367
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NTDB id 369 SMU RS04255 WP 002263293.1 IEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIA 447
NTDB id 354601 E2C04 RS21625 WP 338088777.1 IRDLSLVARPGQTVAIVGPTGAGKTTLVNLVMRFYEVTGGRITLDGVDIASVPRAELRGRMGMVLQDTWLFRGTIAENIA 137
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NTDB id 369 SMU RS04255 WP 002263293.1 FGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTD 527
NTDB id 354601 E2C04 RS21625 WP 338088777.1 YGRPDAT...REQVVEAARATFVDRFVHSLPEGYETVVDEDGGNLSAGERQLVTIARAFLTDPALLILDEATSSVDTRTE 214
NTDB id 370 SMU RS04260 WP 002263294.1 YNQKHIT...DEQVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTE 515
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NTDB id 369 SMU RS04255 WP 002263293.1 RILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
NTDB id 354601 E2C04 RS21625 WP 338088777.1 LLLQQAMAALRADRTSFVIAHRLSTIRDADVILVMEDGAIVEQGTHDELLAAGGAYARLSAAQFAAAVVGEE. 286
NTDB id 370 SMU RS04260 WP 002263294.1 ELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.... 584
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