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GALAGSFLPEQEPRFDQAKPVDNLKVSESQVKRAGFQTLPLDVVLEALARSVGLQPL IYRAYDAPSGDPA
NTDB id 354479 EBI04 RS07265 WP 135256903.1 .....MKLMIPGLLILGMGALAGSLPQEPRFDAKVDLKVSESQVRAGFTLPLDVVLEALARSVGLQPLIYRAYDASGDPA 75
NTDB id 1027 TT RS05145 WP 011173436.1 MKSAWIRAAVIALAGLGAFALAGSFPEEPRFQAPVNLKVSESQVKAGQTLPLDVVLEALARSVGLQPLIYRAYDPSGDPA 80
consensus ******* ***! !! !!!!! ! !!!! !*! !!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!
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NTDB id 354479 EBI04 RS07265 WP 135256903.1 KAQPPLPNIKLDFQGKPFREVWDLLFATYGTQFNLDYLLLPPDVVVVAPTQVITALVDAPSRTGAMERKPYLVAIPEIAY 155
NTDB id 1027 TT RS05145 WP 011173436.1 TAQPPLPNVKLDFQGKPFREVWDLLFATYGNQYSLDYLFLPPDVVVVAPTQVITALVDAPSRTGAMERRPYIVGVPEIAY 160
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!! !* !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!**!!!!!
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NTDB id 354479 EBI04 RS07265 WP 135256903.1 RRTETDAQGQARTVVNIDGAKGWVQNDLLPFLSREASGLSVNWIVVEEGGKLRALLSVLATPEQHVRFSDILQRAGIDFR 235
NTDB id 1027 TT RS05145 WP 011173436.1 KRTETDAQGQPRTVVNIEGAKAWVQNDLLPFLSREAAGLNVNWIVVEEGGRLKAVLSVLATPEQHARFSDILQRAGIDFR 240
consensus *!!!!!!!!!*!!!!!!*!!!*!!!!!!!!!!!!!! !! !!!!!!!!!!*!*!*!!!!!!!!!! !!!!!!!!!!!!!!
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NTDB id 354479 EBI04 RS07265 WP 135256903.1 PLPALTLPKPKVERSYILTHTTFPEVLSFLQTQVPNAQVAVVPTDPKRALITATEEDHARIAELLKVADVPKPTPVVRRV 315
NTDB id 1027 TT RS05145 WP 011173436.1 PLPALAQPKPRVEKTYTLTYATFPDLLAFLQSRLPEAQIGVVPTNPQRAIVLATEEDHARLSELLKTADVPKT...VRRV 317
consensus !!!!! !!!*!!**! !!* !!!**! !!!* *! !!**!!!! ! !!** !!!!!!!!* !!!! !!!!!****!!!!

logo YTLQNLTFAQEAQERLKPLVLEKRDELKGARLEGSLVPGNPKALLLEAPTEADEHQAFLFAE I
VLKAALDVPPQAVAPPQAPPTQEAMTLVRRLYPLHRFY

NTDB id 354479 EBI04 RS07265 WP 135256903.1 YTLQNLTFQEAQERLKPVLERELKGARLEGVPGNPKALLLEATEADQAFFAEVLKAADVPPQVAPPTQEAMVRRLYPLRF 395
NTDB id 1027 TT RS05145 WP 011173436.1 YTLQNLTFAEAQERLKPLLEKDLKGARLESLPGNPKALLLEAPEAEHALFAEILKALDVPPQAPQAPQEATLRRLYPLHY 397
consensus !!!!!!!! !!!!!!!!*!!**!!!!!!! *!!!!!!!!!!!*!!**! !!!*!!! !!!!! ****!!! *!!!!!!**

logo ADNAEKQVAPFLAREVPGIVVQTVPGQPLVLSVRGTEAKQLRSEVENSLLAQIDRAPPEQGPPVFQRASYQLSNAKAAVDELAKQVLQEAL
NTDB id 354479 EBI04 RS07265 WP 135256903.1 ADAEKVAPFLAREVPGIVVQTVPGQPVLSVRGTEKQLSEVENLLAQIDRAPEQGPPVFQRSYQLSNAKAADLAKVLQEAL 475
NTDB id 1027 TT RS05145 WP 011173436.1 ANAEQVAPFLAREVPGIVVQTVPGQPLLSVRGTEAQLREVESLLAQIDRPPEQGPPVFQRAYQLSNAKAVELAQVLQEAL 477
consensus ! !! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !! !!! !!!!!!!*!!!!!!!!!! !!!!!!!! *!! !!!!!!
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NTDB id 354479 EBI04 RS07265 WP 135256903.1 QARQAQAPQGQVQPQAPVRQATVVADERTNTLIVTGTQEDLSLVEGLIPRLDQAVPQVNLRVRIQEVQSNFTRNLGLKWN 555
NTDB id 1027 TT RS05145 WP 011173436.1 KARQAQN.QGQQNQAPPTREATVVADPRTNTLIVTGTQEDLALVEGLIPKLDQPVPQVNLRVRIQEVQSNLTRSLGLKWN 556
consensus !!!!! *!!! ** *! ! !!!!!!*!!!!!!!!!!!!!! !!!!!!!*!!!*!!!!!!!!!!!!!!!! !! !!!!!!
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NTDB id 354479 EBI04 RS07265 WP 135256903.1 TIAGGNVAASVLDSGLSLIFDSTRSLAALNILATLEALQRQGLSRALRDVNQTVLNNQTARLQSGETFLIRRINPSTGAV 635
NTDB id 1027 TT RS05145 WP 011173436.1 SIAGGNVAASILDSGLSLIFDSTRSLAALNIMATLDALQQQGLSRALRDVNQTVLNNQTARLQSGETFFIRRVVN..DQV 634
consensus *!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!* *** !

logo ERVPFDI
VGL IVEVTPQITADGQI LLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVKRDGEQTVVLGGLTSQENSNQSVQQG

NTDB id 354479 EBI04 RS07265 WP 135256903.1 ERVPFDIGLIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVRDGQTVVLGGLTSQENNQVQQG 715
NTDB id 1027 TT RS05145 WP 011173436.1 ERVPFDVGLIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVKDGETVVLGGLTSQESNQSQQG 714
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!! !! !!!

logo VPLLMDIPL IGELFKQRTNQESTTDKRELLVVITADI LKEATASARNP
NTDB id 354479 EBI04 RS07265 WP 135256903.1 VPLLMDIPLIGELFKQRTQETTDRELLVVITADILKETASR.. 756
NTDB id 1027 TT RS05145 WP 011173436.1 VPLLMDIPLIGELFKQRTNESTDKELLVVITADILKEAASANP 757
consensus !!!!!!!!!!!!!!!!!!*!*!!*!!!!!!!!!!!!! !! **
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