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NTDB id 354478 EBI04 RS07255 WP 135256901.1 MLARLGQREWALIAIALTLVVALLWYFLLIVPMRQETESVRQEIGALIPERDKGRQAQRALPELRATIAELQAERQAFLR 80
NTDB id 1025 TT RS05135 WP 011173434.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLR 80
consensus !!!!!!!!!!!!*!* !! ***!!!!*!!!!! !!! *!!!!! ! *!! *! !! !!!!!!!!!!! !!! ! !!!!

logo ALPKREERLASEQVLNSE I
VLQTDEAELARSGVTVVRSFTRSPRTSAPVPEVRAVNLALASLEAPFPETYAYLKRRLEDGLSRFSSTLSGLNLSV

NTDB id 354478 EBI04 RS07255 WP 135256901.1 ALPKEERLSQVLNEILTEALRSGVTVRSFTRSPTSAPVPEVRAVNLALSLEAPFPETYAYLKRLEGLSRFSSLSGLNLSV 160
NTDB id 1025 TT RS05135 WP 011173434.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV 160
consensus !!!*!!!! !! !*! *! !!! !!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!! !!!!!*!!!!!!!!

logo QGSQDEALNPLTLASTSLTLTLVYMVLAKQDGLVEGAQEPQTEGGNPSQAQGAPSTPQTGQGGGR
NTDB id 354478 EBI04 RS07255 WP 135256901.1 QGQDLNPLLSTSLTLTLYMLAKDLGQPQENPQAQGAPSPQTGQGGGR 207
NTDB id 1025 TT RS05135 WP 011173434.1 QSQEANPTLATSLTLTVYVLAQGVEAETGGS......TP........ 193
consensus ! !* !! ! !!!!!!*!*!! * * ********!********
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