
logo MIRLNLLPKNLRRR I
VEPGWWRLALAGLALFALLVTVLGSLVLGFLLVHYTAYTELSTLAKAQERDAQLKQAEVEALKRPF IAELQGNRLQEQERKAL

NTDB id 354477 EBI04 RS07250 WP 135256900.1 MIRLNLLPKNLRRRIEPGWWRLAAGAFALLTLSLLGFLHYTAYTELTLAKQERDALKAEVEALKPFIAEQNRLQQERKAL 80
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKAL 80
consensus !!!!!!!!!!!!!!*!!!!!!! ! !!!* ! *!! *!!!!!!!!*!!! !!! ! !!!!!!*!!!!! !!! !!!!!

logo EALLAIREGLEKKNAFVPWSEQYLAAF INRQIPQRAQGGRLEPVALRSVGSATRAI
L
P
SEDEEAANRLMAQAEGTYDGKKR I

V
Q
RVEFATLVQGEALNSQREN

NTDB id 354477 EBI04 RS07250 WP 135256900.1 EALLAIREGLKKNFVPWSEYLAAFIRQIPQQGGRLPVALRSVGTRAIPEDEANRMAQAGTYDGKKVQVEFTVQGEALNQN 160
NTDB id 1024 TT RS05130 WP 011173433.1 EALLAIREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSRE 160
consensus !!!!!!!!!! !! !!!! !!!!!! !!! !!!!*!!!!!! !!**!*!! !*!! !!!!!!** !!! *!!!!!

logo ALVGRF IVRAFETSPRFGI EFQGASLDEQGNRGLYTFSARVGALTVGGEGESGSAR
NTDB id 354477 EBI04 RS07250 WP 135256900.1 ALVGFVRAFETSPRFGIEFQGASLDQNRGLYTFSARVGLVGGGESAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 ALVRFIRAFETSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!! !*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !! !!

X non conserved

X similar

X ≥ 50% conserved


