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NTDB id 354469 EBI04 RS00185 WP 135255531.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGRGLQAEVRLPALERGPGLKDLAIFSR 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEG....LLKKKVKPLDIAIFTR 76
NTDB id 1198 PSJM300 03950 AFN76868.1 .MAQKAIKNSVFTWEGLDRQGAKIKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFS......AGKKIKPMDIALFTR 73
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NTDB id 354469 EBI04 RS00185 WP 135255531.1 QLATMLGAGLTLLQSLSILERQTENKKFREIIKKVRTDIEGGMAFSDALAKH.KLFSRLYVNLVRAGETSGGLDVILDRL 151
NTDB id 1029 TT RS02230 WP 011228203.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDRL 151
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRV 156
NTDB id 1198 PSJM300 03950 AFN76868.1 QMATMMKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYCNLVDSGEQSGSLETLLDRV 153
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NTDB id 354469 EBI04 RS00185 WP 135255531.1 ATFLEKDLELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIALSNFLRAATLPLVLLAV 231
NTDB id 1029 TT RS02230 WP 011228203.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIG 236
NTDB id 1198 PSJM300 03950 AFN76868.1 ATYKEKTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPAFTLMVIGLSEALQAWWYVVLAGFV 233
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NTDB id 354469 EBI04 RS00185 WP 135255531.1 VLFFAYRW.YYGTPQGRKVVDRIKLRVPVFGNLNRKTAVARFSRTLALLLQSGVNIVESLDITKGTAGNSVVEEIVDTAR 310
NTDB id 1029 TT RS02230 WP 011228203.1 ALFFAYRW.YYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIR 316
NTDB id 1198 PSJM300 03950 AFN76868.1 GAAYAFKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFAAGVPLVDALDSVAGATGNVVFRSATNKIK 313
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NTDB id 354469 EBI04 RS00185 WP 135255531.1 LKVQQGEPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTLLSKIADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1029 TT RS02230 WP 011228203.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1016 ACIAD RS01680 WP 004920476.1 EDVSTGQQLNFAMRV.SNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVI 395
NTDB id 1198 PSJM300 03950 AFN76868.1 SDVSSGMQLNFSMRT.TGTFPSMAVQMTAIGEESGALDEMLSKVATFYEDEVDNMVDGLTALMEPMIMAVLGVLVGGLII 392
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NTDB id 354469 EBI04 RS00185 WP 135255531.1 GMFLPLFKIIGTLSAQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 GMFLPLFKIIGTLSVQ 406
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIFQMGSVV... 408
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIFQMGSVV... 405
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