
logo ML
INRVVLVGRLTKRDPVDELRYTGPSSNGDAAVAGSTFSTI

L
MAVENRNQTFTNAQRANSGDEREADF I SNCVTIWRRKPQSAENVFANFLTGKKGASMLAVGVEDGR I

LQTR
NTDB id 354456 E4R25 RS01225 WP 002822676.1 MINRVVLVGRLTRDVELRYTGNGDAVGSFTIAVERNFTNRAGEREADFISCVIWRKPAENFANFTGKGAMVGVEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!! *!*!!**!**!!*!*!!! !*!!!!!!*!!*!!* !!!*!!!**!!***!!*!!*!!!

logo

T
NYDENNQQGQKRVFYVTEVQVAVEDSNVFSQFLLEPSTKRANTGQTGSTGEAQSGRQRSGSDQGNAGSAGQNGNFMYGNENSGNTANQPSGNQSQGGSNQFYFNGIGPGNQNQDQSSNGPFDGTGSNPQFQQNTNGNQASSANRSARTPNAQSAGQTN

NTDB id 354456 E4R25 RS01225 WP 002822676.1 TYDNNQGQKVYVTEVVVDNFQLLETRAQSEARRSQNGSAGNMGNTAPQSQSNFNIPNQQSNPFDSQFNNNASSASTNSQT 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN.FNSNQSN.GSQ.......QSGFTSPQQTG....NAPAAN 147
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GG.YNEGNSG.GGQYFGGGQNDNPFGGNQNNQ....RRNQGN 149
consensus *!*!*!!!*!*!!!!*******!!** ** * **** ** *** **** ** **! ****** * **
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DPFNATNDADGNNGDKQAPSLIDI SDDDLPF

NTDB id 354456 E4R25 RS01225 WP 002822676.1 SSSSSPFNTDAGNDSLDISDDDLPF 185
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFAN..NGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFAN..DGKPIDISDDDLPF 172
consensus *** *!!** * *!!!!!!!!!
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