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NTDB id 1272 LPP RS04360 WP 010946546.1 ..MKARLIAILL..SFIVIPFS...SQAENEPQ............KTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRA 61
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..MKARLIAILL..SFIVIPFS...SQAENEPQ............KTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRA 61
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYT.FSLLFG.L..FSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKA 73
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL..FT.SVVLCGAL..VVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKA 73
NTDB id 354430 E4188 RS03430 WP 042649089.1 MNRKTLI....AALLLGSLPLLSQPLLAADKPV.........AKPATTVTSAKEAGKINLNTASADELA.ALKGIGEKKA 66
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLL.....ANAEET..........APAAQVE.EGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLL.....ANAEET..........APAAQVE.EGIVITVNINTASAEELATLLKGIGLKKA 64
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NTDB id 1272 LPP RS04360 WP 010946546.1 EAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 EAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1382 A4U84 RS07375 WP 062924234.1 QAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE.... 113
NTDB id 1362 HI 1008 AAC22669.1 EAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
NTDB id 354430 E4188 RS03430 WP 042649089.1 QAIVDYREKQGKFTSVDQLEEVSGIGPATLDANRDMIIVK.... 106
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
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