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NTDB id 35440 GYMC10 RS26155 WP 015737282.1 MKKLFMKFGTVVLSLL.LVWL..........VLNYFPELDDSDVNPPIPGTVVELEFPADKYPETADHIKKAIESGHSDI 69
NTDB id 110 BSU 03430 NP 388225.3 .....MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQ...KTSQTKEYDETMAFPSDRYPETAKHIKDAINEGHSEV 72
consensus *****! ! ** **!! *********** *!* *** ** * * !! !*!!!!! !!! !! !!!**

logo CTIDRDTGAEDENRRESQSSLKDGI
VPSTKKGYDRDEWPMAMCAKEGGDEGAS IVEYIDSPASDNRGAGSWVGHNRYLETDGYPDGTKQVHLF ITFIQR

NTDB id 35440 GYMC10 RS26155 WP 015737282.1 CTIDRTGAEDNRSSSLKGIPTKKGYDRDEWPMAMCAEGGDGASIEYIDPSDNRGAGSWVGNYLEGYPDGTQVHFIFR 146
NTDB id 110 BSU 03430 NP 388225.3 CTIDRDGAEERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
consensus !!!!! !!!* ! !!! *!*!!!!!!!!!!!!!! !!!*!!!*!!! ! !!!!!!!!!!* ! !!!!! !*!
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